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(57) Abstract 



The invention concerns nucleic acid molecules for detecting the MHC genes involved in phenomena of resistance or proneness to 
the development of virus-induced tumours. The primers prepared from said molecules can be used in a method for genotyping domestic 
fowl, characterised in that it consists in: amplifying a nucleic acid sample derived from the animal under study using one or several pairs 
of primers capable of being specifically hybridised with the nucleic acid of a pleomorphic region of the Rfp-Y or B systems of the MHC 
of said fowl; detecting the resulting PCR products. 

(57) Abrege* 

L'invention vise des molecules d'acides nucl6iques permettant de d£tecter ceux des genes du CMH impliquls dans les phdnomenes de 
resistance ou de susceptibilite* au developpement de tumeurs viro-induites. Les amorces 61aborees a partir de ces mol6cules sont utilisables 
dans une mgthode de gdnotypage d'oiseaux d'elevage et notarnment du poulet, caractgrisee en ce qu'elle comprend : 1' amplification d'un 
echantillon d'acide nucl6ique provenant de V animal a dtudier a I'aide d'un ou de plusieurs couples d' amorces capables de s'hybrider 
specifiquement avec Tacide nuc!6ique d'une region polymorphe des systemes Rfp-Y ou B du CMH desdits oiseaux et la detection des 
produits de PCR obtenus. 
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REACTIFS ET -METHODS POUR LA DETECTION DE GENES 
-LIES AU COMPLEXE MAJEUR D 1 HISTOCOMPATIBILITE DK)ISEASX 
D 1 ELEVAGE , TELS QUE LE POULET 

5 L ' invention a pour objet la detection de gSnes 

lies au complexe majeur d 1 histocompatibility (CMH) 
d'oiseaux d'elevage, tels que le poulet. A ce titre, elle 
concerne des molecules d'acides nucleiques permettant de 
detecter ceux des genes du CMH impliques dans les 

10 phenomenes de resistance ou de susceptibilite au 
developpement de tumeurs viro- induites . L 1 invention 
concerne egalement les applications de ces molecules 
d'acides nucleiques, notamment pour le developpement de 
tests de genotypage chez les oiseaux d'elevage, en 

15 particulier le poulet, et pour la selection d'animaux 
d 1 interet . 

Les maladies virales infectieuses sont 
redoutees des eleveurs en raison de leur caractere 
20 contagieux qui conduit a des pertes importantes 
d 1 animaux . 

La vaccination a const itue une prophylaxie 
efficace jusqu ! a 1' emergence de souches hypeirvirulentes, 
25 rendant necessaire 1 1 identification des haplotypes 
resistants. 

Diverses methodes ont ainsi ete proposees pour 
tenter de selectionner ceux des animaux qui sont capables 
30 de rSsister a de telles pathologies et ceux qui sont au 
contraire susceptibles d'etre affect^s. 

Les techniques les plus utilisees en routine 
sont basees sur des polymorphismes serologiques ou de 
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type RFLP. Toutef ois, "ces raethodes ne fournissent pas de 
xonnaissances :precrses -sur le phenomene de resistance cm 
de susceptibilite a la maladie, en particulier par manque 
de caractere discriminant vis-^-vis des genes des 
syst ernes B ou Rfp-Y du CMH. 

Les travaux des inventeurs sur le sequengage de 
genes du CMH a ra'ontre la complexity genetique de cette 
region, ce qui les a conduits a prendre en compte un 
autre type de polymorphisme, a savoir base sur la 
sequence de ces genes et des regions apparentees, telles 
que celles de leurs promoteurs et des regions 
microsatellitaires . Les inventeurs ont ainsi mis au point 
des moyens pour disposer de molecules oligonucl6otidiques 
hautement specif iques des polymorphismes observes , 
permettant d' identifier les parties de genes, et meme les 
sites impliques dans le controle de la resistance ou de 
la susceptibilite au developpement de tumeurs. 

Le caractere specif ique de ces molecules, vis- 
a-vis d'un gene donne de l'un des systemes du CMH, en 
fait des outils discriminants particulierement fiables 
pour identifier avec precision la capacite de resistance 
ou de susceptibilite du poulet etudie, ou d'autres 
oiseaux, a une infection virale, et pour etudier au 
niveau moleculaire les sequences du CMH impliquees. 

L 1 invention a done pour but de fournir des 
molecules d'acides nucleiques permettant de detecter 
specif iquement, chez les oiseaux d'elevage et en 
particulier chez le poulet, les genes lies au CMH 
impliques dans les phenomenes de resistance ou de 
susceptibilite au developpement de tumeurs viro-induites . 
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Ell-e vise egaiement-a- f ournir une methode et un 
Jcit de detection de genotypes de mise en oeuvre aisee -en 
routine . 

Les molecules d'acides nucleiques de 
1" invention sent caracterisees en ce qu'il s'agit de 
molecules, isolees de leur environnement naturel, 
d'acides nucleiques de genes codant pour des proteines 
impliquees dans le controle de la resistance ou de la 
susceptibilite au developpement de tumeurs viro-induites 
chez les oiseaux d'elevage, telles que celles de la 
maladie de Marek chez le poulet, avec le cas echeant, les 
regions qui leur sont attachees, telles que celles du 
promoteur ou microsatellitaires . Le terme gene tel 
qu f utilise dans la description et les revendications 
englobe ces regions . 

Ces molecules d'acides nucleiques sont plus 
specialement caracterisees en ce qu'elles presentent les 
20 sequences d'acides nucleiques de genes du systeme B ou du 
systeme Rfp-Y du CMH des oiseaux d'elevage, a l'exception 
des sequences des genes de classe II B-L, du gSne 17,5, 
du gene 12.3 et du gene B-FIV de classe 1, ou sont 
capables de s'apparier avec I'un des brins d'un gene 
25 capable de coder pour une proteine telle que definie ci- 
dessus dans des conditions faiblement stringentes, 

L 1 appariement dans des conditions de faible 
stringence auquel il est fait reference ci-dessus est 
30 realise a temperature ambiante, dans un milieu 0,1 SSC, 
avec lavage a temperature ambiante. 
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Les~ genes ' de~ classe "II B-L sont decrits dans 
- Immunogene tics- 3a : 179-r87, 1990 et Eur. J. Immunor, 199^y 
23:1139-1145. 

Le gene 17.5 appartient a la superf amille des 
genes codant pour les lectines et le gene 12.3 a la 
famille des genes codant pour des proteines liant la 
guanine (guanine nucleotide -binding protein) . Ce gene est 
decrit dans Immunogenetics 39:221-229, 1994. 

Le gene 12.3 est decrit dans P.N.A.S. USA, vol. 
86, 4594-4598, juin 1989, Genetics. 

Le gene B-FIV de classe I est decrit dans 
Immunogenetics 31:405-409, 1990. 

L 1 invention vise notamment les molecules 
d'acides nucleiques repondant a ceux des enchainements de 
I'un des genes suivants : 

. enchainement du systeme Rfp-Y 

B-FV (figure 1) , B-F VI (figure 2) ; 
. enchainement du systeme B, 

8.4 genomique (figure 3) ; B-F I (figure 4) ; 
C12.1 (figure 5) ; DM (figure 6) ; TAP1 (du debut de 
1'exon 2 a l'extremite 3') (figure 7) ; et TAP2G (figure 
8) , et autre s genes compris dans la figure 10 et suites 1 
a 35. 

L» etude des sequences d'acides nucleiques des 
molecules d£finies plus haut a permis de reperer avec 
precision les blocs de polymorphismes qui doivent etre 
detectes pour etablir un genotypage fiable et precis. 
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En "comparand res sequences de ces blocs, 
-provenant de~ different s~ genes d'un meme haplotype~ou d'Tin 
meme gene de differents haplotypes, les inventeurs ont 
pris en consideration les enchainements divergents et 
5 elabore, pour chaque gene, des oligonucleotides 
complementaires de ces enchainements divergents. 

On dispose ainsi d 1 amorces specif iques et 
discriminantes vis-a-vis d'un gene donne du systeme B ou 
10 du systeme Rfp-Y. 

L 1 invention vise tout specialement les 
molecules d 1 oligonucleotides correspondant a ces 
enchainements et comprenant une partie de la region 
15 polymorphe des systemes du CMH du poulet ou autres 
oiseaux d'elevage. 

On rappelle que la region polymorphe peut etre 
dans le gene ou dans une region apparentee telle que les 
20 regions microsatellitaires ou celle du promoteur. 

Selon un mode de realisation de 1 1 invention, 
les polymorphismes sont lies a la fonction des systemes 
du CMH. 

25 II s'agit ainsi avantageusement de molecules 

correspondant a une partie d'un exon. On citera a titre 
d'exemple des molecules correspondant Sl 1 1 exon 2 (domaine 
a 1) des genes YF du poulet. Un couple d 1 amor ces 
approprie est constitue par : 

30 



Y-F VI a 1 : GGCCCCGGGATGCCGCGGTTC 
Y-F VI a 1, R : ATCCGCTCACCGCCCTGG 
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Selon un" "autre mode de realisation de 
—I' 1 invention,* : — — les " molecules oligonucleotidiquers 
correspondent a une partie d f une region polymorphe qui 
n'est pas liee a la fonction des systemes du CMH „ Des 
regions preferees de ce type sont des microsatellites . 

En considerant par exemple, le gene B-FI, des 
molecules d 1 oligonucleotides utilisables pour constituer 
des couples d' amorces correspondent aux enchainements 
suivants : 

B-FI : 5' CCA GCA GTC ACT GCA CAT AT 3' 
B-FI, R : 5 1 AGG TGG AGT GCG CAA AGT T 3', et 
12.1 : 5' ACA CGC AGC AGA ACT TGG TAA 3 1 
12.1 R : 5 1 GGA AGG AAG ACC TTG GAA 3» 

Avec les molecules oligonucleotidiques definies 
ci-dessus et celles elaborees a partir de genes connus, 
mais selon la demarche de 1' invention, on dispose de jeux 
d' amorces hautement specif iques, permettant de determiner 
avec precision l'haplotype de l 1 animal a etudier et de 
detecter s 1 il est resistant au developpement de tumeurs 
viro-induites, ou au contraire susceptible d'etre 
af f ecte. 

L 1 invention vise done egalement une methode de 
genotypage d ! oiseaux d'elevage et notamment du poulet. 

Cette methode est caracterisee en ce qu'elle 

comprend 

1 1 amplification d 1 ^ echantillon d'acide 
nucleique provenant de I 1 animal a etudier a I 1 aide d'xxn 
ou de plusieurs couples d 1 amorces capables de s'hybrider 
specif iquement avec I'acide nucleique d'une region 
polymorphe des systemes Rfp-Y ou B du CMH desdits 
oiseaux, 
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.... . et ~ - 

— - la-detection des produits de PCR obteiius. — 
Une simple comparaison des resultats obtenus 
avec un referentiel £tabli au prealable permet de 
5 determiner rapidement l'haplotype de 1» animal. 

L 1 echantillon d'acide nucleique est constitue 
en particulier par de 1 1 ADN genomique extrait de materiel 
biologique de 1 1 animal a etudier ou par ce materiel meme, 
en particulier par du sang de 1' animal. II peut s'agir en 
10 variante d'ADNc, d'ARN ou encore de PNA (polypeptides 
nucleic acids) . 

Les amorces sont elaborees a partir des 
molecules oligonucleotidiques definies ci-dessus et, 

15 d'une maniere generale, de tout gene (et region 
apparentee) codant pour une proteine impliquee dans le 
controle de la resistance ou de la susceptibilite aux 
tumeurs viro-induites chez les oiseaux d'elevage et 
notamment de poulet # en particulier les genes B-Ii de 

20 classe II, 17.5, 12.3 et B-FIV de classe I. 

II s'agit par exemple d ' amorces de regions 
microsatellitaires permettant de detecter des haplotypes 
du complexe B, telles que celles elaborees a partir du 
gene B-FI, et evoquees ci-dessus, ou d 1 amorces permettant 

25 de detecter des haplotypes du systeme RFp-Y, et elaborees 
a partir du gene 17.5, comme le couple : 

17.52 : CAG GAT CTG CAC TGG CCA ATA 

30 17.5, Rl : GAA TGG CGG TGC TTC CGT GCC TGG 

La detection des produits de PCR est effectu6e 
selon les techniques classiques. Ces techniques 
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comprennent ~le sequen^agn"; 1 1 elect rophorese, les 
4iybridations ~avec analyse SSOP ou SSCP. - — 

Cette technique sera avantageusement choisie 
5 selon la nature du polymorphisme implique. Ainsi, dans le 
cas de polymorphisme de type microsatellite, on detectera 
avec avantage les produits de PCR selon leur taille en 
ayant recours aux techniques d 1 electrophorese . 

10 Lorsque le polymorphisme ne concerne que 

quelques nucleotides, voire un seul nucleotide, on aura 
plus special ement recours, aux fins de dif f erenciation 
des haplotypes de produits de PCR, aux techniques 
d 1 hybridation (analyse sur membrane a 1 ' aide de sondes 

15 specif iques des sequences d 1 haplotypes, SSOP ou Sequence 
Specific Oligonucleotide Probe) , de migration 
dif f erentielle des echantillons denatures (SSCP ou Single 
Strand Conformational Polymorphism) , ou de sequengage . De 
maniere generale, cette derniere technique est preferSe 

20 compte tenu de la simplicity de sa realisation. 

L 1 invention fournit ainsi une technique simple 
et rapide d 1 etablissement du profil gen§tique d f un grand 
nombre d'animaux a etudier, ce qui permet de determiner 
25 les haplotypes et de selectionner ceux d'interet en vue 
d'un elevage. 

De plus, chaque type de gene pouvant etre 
discrimine en utilisant des amorces presentant la 
30 specif icite requise et son appartenance au systeme B ou 
Rfp-Y pouvant etre etablie, il est possible d'effectuer 
des etudes f ondamentales plus completes . 
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L 1 invention vise ~egalement un coffret ou 
-trousse pour '-detecter " le genotype du poulet era autre 
oiseau d'elevage selon la methode definie ci-dessus. 

5 Ces coffrets ou trousses sont caracteris6s en 

ce qu'ils comportent les reactifs necessaires pour la 
realisation d'au moins une PCR et du test de revelation. 

En particulier, ils comportent les amorces pour 
10 la PCR, un temoin positif de la reaction, ainsi qu'une 
notice d ' utilisation . 

Les amorces se presentent sous forme 
lyophilisee ou en solution ou, selon le mode de 
15 detection, sur un support. Le support peut etre, de 
maniere classique, une plaque multipuits ou se presenter 
sous forme de puces a ADN. 

L 1 invention vise en outre un systeme 
20 experimental qui permet d'etudier la resistance au 
developpement tumoral chez le poulet . 

II s'agit de lignees d'animaux qui ont ete 
triees genetiquement sur leurs caracteristiques du CMH. 

25 En fonction de ces caracteristiques, les lignees sont 
soit resistantes, soit sensibles vis-a-vis des tumeurs 
induites par des virus, comme le virus de la maladie de 
Marek. Cette selection gSnetique, qui s'est dans un 
premier temps effectuee sur des criteres serologiques, a 

30 ete ensuite poursuivie sur la base de 1 1 etude du 
polymorphisme des genes du CMH . II s'agit d'un materiel 
genet ique qui est parfaitement defini d'un point 
moleculaire, et constitue un outil precieux pour l f 6tude 
du polymorphisme des sequences de type microsatellite . Ce 
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materiel, ainsi que le pfodtiit du croisement entre 
-certaines des'-tigriees 'entre elles, a ete utilise potrr 
determiner les sequences microsatellites du CMH qui sont 
polymorphes et pour evaluer si ce polymorphisme peut etre 
5 correle avec les donnees de typage deji. disponibles pour 
ces lignees. 

D'autres caracteristiques et avantages de 
1' invention sont exposes dans les exemples qui suivent, 
dans lesquels il est fait reference a la figure 9 
representant une photo d ' electrophorese de produits de 
PCR illustrant le test de genotypage de 1* invention. On 
rappelle que les figures 1 a 8, deja evoquees ci-dessus, 
illustrent les sequences de genes selon 1' invention. 

Exemple ; 

Etude d'haplotypes Rfp-Y du poulet Sl l'aide 
d ! amorces microsatellitaires . 
20 

amplification avec le Kit Expand High 
Fidelity PCR System 

. Avec les amorces 17 -5 Rl/17.52 

25 

ADN genomique : 1 /xg 
Oligos prendre : 0,3 /zM 
dNTP : 8 /xl 

qsp H 2 0 50 /il 
30 On ajoute 50 /il de Mix 2 en melangeant. 
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Mix 2 : 0,75 /il d 1 enzyme 

10 /il TP10X avec MgCl 2 
qsp H 2 0 50 /il 
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-~ Programme" d ' amplification : — — 

3 0 Cycles 

94°C 94°C 65°C 72°C 4°C 
2 f 30' 1 1' 1' 

. Avec B-FI/B-FI, R : 

ADN genomique : 1 /ig 
Oligos prendre : 0,3 //M 
dNTP : 8 /il 
qsp H 2 0 50 fil 

et ajouter 50 pi de Mix 2 en melangeant. 

Programme d 1 amplification : 

3 0 Cycles 

94°C 94°C 60°C 72°C 4°C 
2 « 30 » • 1 • 1 1 

revelation par electrophorese sur gel 
d* agarose ou par sequengage. 

Le test a ete applique & 9 haplotypes de 

poulet, selectionnes serologiquement pour le complexe B. 

II s'agit des haplotypes B4, B5, B7, B12, B13, B14, B15, 
B21 et d'un haplotype inconnu BX. 

Plusieurs individus d'un meme type ont Ste 
etudies pour B12 (6 individus) , B13 (3 individus) , B14 (4 
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individus) , B21 (4 iTidivrdus-) ~et un seul individu pour 
~3res autres ifaplotypes . ~ - — 

La figure 9 donne une photo d'electrophorese 
sur gel d' agarose a 1 % des produits de PCR obtenus a 
1' issue de l'etape d 1 amplification. 

Les pistes 1 et 2 7 correspondent aux marqueurs 
de taille et les pistes (2 a 25) aux produits de PCR des 
haplotypes suivants : piste 2 : B4 ; piste 4 : B5 ; piste 
5 : B7 ; pistes 6 a 11 : B12 ; pistes 12, 13, 14 : B13 ; 
pistes 15, 16, 17, 18 : B14 ; piste 19 : B15 ; pistes 20, 
21, 23, 24 ; B21 ; piste 25 : BX (absence de detection 
pour les pistes 3 et 22) . 

L 1 examen de cette figure montre que les 
individus qui ont 1 1 haplotype B12 donnent une meme bande 
et sont done bien homogenes. La meme observation 
s 1 applique aux individus B14 . En revanche, avec B21, on 
constate que les profils sont differents, ce qui demontre 
1 1 inef f icacite de I'approche serologique. Compte-tenu de 
la position de la bande de BX, on determine qu'il s'agit 
d'un haplotype B4 . 

L 1 application pratique de cette methode revient 
a soumettre les individus naturellement resistants au. 
protocole decrit ci-dessus en prenant en compte les deux 
systemes Rfp-Y et B du CMH et a ne selectionner parmi des 
animaux a tester que ceux dont le profil correspond a 
celui des animaux resistants. 

L 1 invention fournit ainsi les moyens de 
verifier 1 1 homogeneite des animaux et d'effectuer des 
selections rigoureuses en prenant en compte chaque 
systeme du CMH, et dans ces systemes les genes 
recherches . 
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REVEND I CAT I ONS 

1/ Molecules d'acides nucleiques isolees de 
leur environnement naturel , de genes codant pour des 

5 proteines impliquees dans le controle de la resistance ou 
de la susceptibility au developpement de tumeurs chez le 
poulet, telles que celles de la maladie de Marek, et de 
regions apparentees auxdits genes caracterisees en ce 
qu'elles prSsentent les sequences d'acides nucleiques de 

10 genes du systeme B ou du systeme Rfp-Y, correspondant au 
complexe majeur d 1 histocompatibility des oiseaux 
d'elevage a l 1 exception des sequences des genes de classe 
II B-L, du gene 17,5, du gene 12.3 et du gene B-FIV de 
classe I, ou sont capables de s ' apparier avec l'un des 

15 brins d ! un gene capable de coder pour une proteine telle 
que definie ci-dessus dans des conditions faiblement 
. stringentes . 

2/ Molecules d'acides nucleiques selon la 
20 revendication 1, caracterisees en ce qu'elles repondent a 
l'un des enchainements suivants : 

. enchainement du systeme Rfp-Y 

B-FV (figure 1), B-FVI (figure 2) ; 
25 . enchainement du systeme B, 

8.4 genomique (figure 3) ; B-FI (figure 4) ; 
C121 (figure 5), DM (figure 6), TAP1 (du debut de l'exon 
2 a l'extremite 3 1 ) (figure 7), et TAP2G (figure 8). 

30 3/ Molecules d'acides nucleiques selon la 

revendication 1 ou 2, caracterisees en ce qu'elles 
correspondent a une partie des sequences dSfinies dans 
les revendications 1 ou 2, cette partie etant specif ique 
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et discriminante pour" uii gene donne des systemes B et 
-Rlp-Y. * — - ' * " 

4/ Molecules d'acides nucleiques selon la 
5 revendication 3, caracterisees en ce qu f il s'agit de 
molecules d 1 oligonucleotides correspondant a une partie 
de region polymorphe des systemes du complexe majeur 
d • histocompatibility du poulet. 

10 5/ Molecules d ! acides nucleiques selon la 

revendication 4, caracterisees en ce qu ! il s'agit de 
molecules d ' oligonucleotides correspondant a une partie 
d 1 exon . 

15 6/ Molecules d'acides nucleiques selon la 

revendication 4, caracterisees en ce qu'il s'agit de 
molecules d' oligonucleotides correspondant une partie 
de region polymorphe qui n'est pas liee k la fonction des 
systemes du CMH, telle que les regions 

20 microsatellitaires . 

7/ Methode de genotypage d'oiseaux d'elevage et 
notairanent du poulet , caracterisee en ce qu'elle comprend 

25 - 1 1 amplification d'un echantillon d'acide 

nucleique provenant de l 1 animal a etudier a 1 1 aide d'un 
ou de plusieurs couples d 1 amorces capables de s'hybrider 
specif iquement avec I'acide nucleique d'une region 
polymorphe des systemes Rfp-Y ou B du CMH desdits 

30 oiseaux, 

et 

- la detection des produits de PCR obtenus. 
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8/ ~ Methode s eXoh la revendication 7, 
-caracterisee "eft ce que les amorces sont elabbrees ~ a 
partir des molecules selon l'une quelconque des 
revendi cat ions 3 a 6, et de tout gene (et region 
apparent ee) codant pour une proteine impliquee dans le 
controle de la resistance ou de la susceptibilite aux 
tumeurs viro-induites chez les oiseaux d'elevage et 
notamment de poulet, particulierement les genes de classe 
II B-L, 17.5, 12.3 et B-FIV. 

9/ Methode selon la revendication 7 ou 8, 
caracterisee en ce que la detection des produits de PCR 
est effectuee par sequengage , 

10/ Coffret ou trousse pour le genotypage 
d 1 oiseaux d'elevages et notamment du poulet, caracterisfi 
en ce qu'ils comportent les reactifs necessaires pour la 
realisation d'au moins une PCR et du test de revelation, 
selon la methode de la revendication 8 ou 9, en 
particulier les amorces elaborees a partir des molecules 
d'acides nucleiques selon l'une quelconque des 
revendications 3 a 6 . 
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Figure 2 
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8.4 c^nomique Figure 3 



GGA TCC GGG GTG GGT GGC AGT GGC TGT GTT TAG GTC GGC CTG TGG GGA AAG 
CCG GGT TGT CCC ACC CAT GTC CCC TCT TCC AAC ACT GTT CCT GAA TGA GTT 
TTC CCT CTC CGA CCC TTT TTT TAA TGG GTT TCA GGG ATT TAA AAT TAA TAT 
TGA CGA AGT GAC GGA GGG GGT GGG GCC ACA GCG GAG CCG AAA GCG AAA GCA 
GCG GAG AGC AAT GGC TGC GGG GCT GCG GCT GCT GCT GGC GGG TGA GAC CCG 
ACC CCC CCC GGC CCC CTC ATG TCC CAC CAC CCA TAT CGC CCC CCC CCC TCC 
TCC TCG CCC CAT GCT GAG CCT CTC CCC CAC CCC CAG GGC TCT GCT GGT CCC 
AAT TTA GGG TGG AAG ACG CCG CCT CCC CTC CGC CCC CCC CCG CTC CGG TGC 
GCT GCG CGC TGC TGG AGG GGG TGG GGC GCG GGG GAG GGC TGC CGG GGG GGG 
GCA ATG CCC GTC CTG CAC TGC TGC GCT TTG GGG GGG ACG CGG AGA CCC CTC 
CCG AAC CCG GCC CGG AGC CCG AAG TCA CCT TCA ATG TCA GCG GTA CGT GGG 
GAC CCC CGT CAC TGT GCT GTG CGC CTC CTT TAT CCC CAC CCC CCT CCA TGT 
CCC CAT CTC CTT TAC TTC CCA CAA TGC TCC CAT CCC CCC CAG AAT GTC CCC 
AGA GTC CCC CAA ACC CCC ATG ACC CCC CCC ACG ACC CCT GGT TCC CAT TAC 
CCT CTC ACG TCC CCC AGT GTC CCC AAG ATT CCC ATT ACT CCC CGT ATC CCC 
ATT ATC CCC AAA ATG TCC CCC AAT GTT CCC ATC ACC CCA ATG TTC CCA AGG 
TCC CTA TCG CTC CTC AAT GTC GCT ATG ATC CCT ATT CCC AAA ATG TCA CCA 
ATG TCC CCA AAA TCC CCA TTA TCT CCC ACC TCT CCA AAG TCC CCA AGA TCC 
CCA TTA CCC CCA ATA TCC TCA TTA CAC CCC AAA TGT CCC CAA TGT CCC CTC 
CAT GTC CCC CAG AGA CCC CAT TAG CCC CAA TAG CTC CCA AAC TGT CCC CAG 
TGT CCC CAT TAA CCC CAA AAT GAC CCC ATT ACG CCC CAC ACC CCT CCC AAC . 
CCC ATG CCC TCA GAC CCC TTC ATC CCT CTC ACT CCT CTC TCC CTC GCA GAC 
CCC TGG GGG ACT CTA GCC CCA CTC GGG TCC CCC CCC GGA CTC CCC CCA GCT 
GCG AAC TGA ACC CCA CGA ACC CCC AGA CCG GCT CTG ACC CAT GGA GCC GCC 
CTC TGC ACC CCG ACG CCC GCA GCC CCC CAA CCG CGG GGG GGC AGT GGT GGG 
TGG CGG CGG TGG GGA CCC CGC AGT ACG GTG TCA CTG CGC TGC TGC AGG GGG 
GGA TGG GCA CAG AAG GAA CCA TCA CTG CCG CCG GTA AGG GGG AAC TTG GGG 
TGT CCC TCC CTG GGT GTC CCC ATG TCC CTA TCT GTC CCC CAG TGT GTC CCC 
ATT TGT CCC CTC CTC TGC ATG TGT CCC AAT GTC TCC ATA CAT CCC ATA ATA 
ACC ATA TGT CCC CAC TCA TCC CCA TAT TCC CCA TGT GTC CCC ATA TCC CCA 
CAC ATC CCA GTG TGC CCC AAC ACA TCC CCA TGT GCC CCC CCC CAT GCA TCA 
CTA CCA TCC CCC TAT CCC CCA AGT GTC CCT GTG TCC CTG CAG TTT CTC CCT 
GTC CTC ATG TGT TCC CAT GTC TCC ATG TCA CTG TGT CCC CGT GTC CCC ACA 
CAT CAC CAT GCC CCC CAC TGC AGC GCC CCC ATG TCC CTT CAC CTC TCC ATG 
TCC CCC AGT GTC CCC TAT CCC CTC ATT GTC CCC ATG CCC CCT CAC CTC CCC 
GTG TCC CCC GTG TCC CTA TGT TCC CCT GGT GTT TCC ATG TCC CCT CAT GCC 
CCC ATG TCC CCT CAT GTC CCC ATA TCC CCC AGT GTC CCC ATG TCC CTT CAC 
CTC CCC ATG TCC CCC AAT ATT CCC ATA TCC CCT CAC CTG CCC ATT TCC CCC 
CGA TGT TCC CAT GTC CCC GCA CCT CCC CAT GTC TTC ACA GTG GCC CTG GCG 
GTG CTC ACC CAC ACC CCG ACC CTC CGG GCC CGT GTG GGG TCC CCC ATC CAC 
CTG CAC TGC GCC TTC GCT GCC CCC CCA TCC TCC TTT GTC CTC GAG TGG CGT 
CAC CAG AAC AGG GGT GCG GGG AGG GTC CTG CTG GCC TAT GAC AGT TCC ACC 
GCC CGC GCC CCC CGC GCC CAC CCC GGG GCC GAA CTG CTG CTG GGG ACA CGG 
GAT GGG GAC GGG GTG ACA GCG GTG ACA CTG CGG CTG GCG CGG CCA TCA CCG 
GGG GAT GAG GGC ACC TAC ATC TGC TCC GTG TTC CTG CCC CAC GGG CAC ACA 
CAG ACA GTG CTG CAG CTC CAC GTC TTT GGT GCG TCC ATG TGG GGC AGG CGG 
TGT TCC TAT GGG GTG TGG GGT TGG GCA GTG TTC CTA CGG AGT GTG TAT GAC 
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AGG GTG GAT GGG ACT GGG TGG TAT TCC TAT GGA GGC TAT AGG GTG GAT GGG 
A^C GGG TGG TAT TCC TAT GAG GAC TAT AGG ATG GGG TGG CAT'SAT CCC ATA 
GTT CAC CTG TAG GTT TAT AGG GGG GGA TGA GCC CTA TAC AGC GTA TGG GCT 
ATA TGG ACC GAT GTC CCC CCA CAT GTC TCC AGA GCC CCC CAA GGT GAC GCT 
GTC CCC GAA GAA CCTGGT GGT GGC CCC GGG GAC GTC AGC AGA GCT ACG CTG 
CCA GTC TGG CTT CTA CCC CTT GGA TGT GAC GGT GAC GTG GCA GCG CCG CGC 
CGG GGG CTC GGG GAC ATC ACA GTC ACC CAG GGA CAC AGT GAT GGA CAG CTG 
GAC TTC AGG TCA CCG CCA GGC AGC CGA TGG AAC CTA CAG CCG GAC GGC GGC 
AGC ACG GCT GAT CCC CGC ACG CCC CCA ACA CCA CGG GGA CAT CTA CAG CTG 
CGT TGT CAC CCA CAC TGC ACT GGC CAA ACC AAT GCG TGT CTC CGT CCG ACT 
GCT CCT GGC TGG TGA GGG GGG ATG TGG GGA TAT TGG AAA CAC GTG GAG GTA 
TTG GGA TGC TGG GAC CAT GGT TAG GAG GGT CTG AGG GAC ATC AGG ACC ATG 
GCC TGG GAC AAT GGG AGA TCA TGG ATT TGG GTT GGG GAC CCC ACC CAG GAT 
GGT GAC ACT GTG CTT AGG GCT GTC GTT GTC CCC ACA GGC ACC GAG GGA CCG 
CAC CTG GAG GAC ATC ACG GGG CTC TTC TTG GTG GCC TTT GTC CTC TGT GGC 
CTC ATC CGT TGG CTC TAC CCT AAA GGT GAG TGC TGT TCC CAC ATC CCA GTG 
CCC CCA CAT CCT CAC ACC CCA ATA TCC CAA TGG CCC ATG TCC CCA TGA GCA 
ATG TCA CTA TGT CCC AAT ATC CTA ATG ATG CTG TGT ACC CAT GTG TCC CCA 
TGT CCC TAT TCC ACT CAC TCT TTC TCT CCC CTC AGC TGC ACG ACC CAA AGA 
GGA AAC CAA GGT AAC ATT CCT CCC CAA AAA CCC CAA ATC CCC CAA AAC ACC 
TCC AAG CAC CCC AAA ACT CAC CAT TCT CAT TCC CCC CCC CCC CCC CCC CCC 
CCC CAT GCC TTG CAG AAA TCG CAG TGA CCT CCA CTC CAG CTC TCA GCA CCT 
CAG CTC CAG ATA AAG AGT TTT TCA CCC CAA AGT TAT ATA TGT GTG GTG GTG 
TCC CCA CAG ATC TGG GTG CAG AGG GGG GAG AAA TGG GGG CAA ACT GGG AGC 
AGT GGG AGC AGT GGG AGG AAG TCC TGG GTT GGT GAG GCA GAT GAG TGG CAC 
CTG GGG ACA TCT GGG TGC CAT CCC TTG TGG ACA TCT GGG TGA CAC TGC ATT 
GCC TTG GGT GAC ATT GGG ATC CTC AGG TCA CTG CAG 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



5/1 10 • 

Figure U 
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GTCGACGGGAT CTGGATAGGT CGT CAGT CAT CCTAATTAAGGAGGGACAACAGTGAATGGG 
GAGGAG CCGATGACT CAGG CTGGGAGTGGTGAT C CCAGA.GGTTT CCT CTG CTGT CAGTGAC 
T CCGTGCTTT CG CTTT CGCTT CA CAA C CTGAGGGAG CG CATT CTGCCTGG CG CCCGATGAC 
GT CACATAAACCCCCGACTG CCAT TGG CGGAGAGG CGA CGGAGGAG CCAATGGGGG CG CGG 
GG CGGGG CGGAGGAGTAGGAAAAG CTGAAGGACGTG CG CTGGGTG CGG CGGACTTGAGAGT 
G CAG CGGTGTGAGG CGATGGGG CCGTG CGGGG CG CTGGG CCTGGGG CTGCTGCTCGCCGCC 
GTGTG CGGGG CGG CGGCCGGTGAGTGCGGCCGGACCGGGACCCCTCCCCGCCTGTAACCCC 
KCCCCGGG CTGTG CCCGTGGGAT CCT CAGACCCCCACCCG CGG CT CA CGG CCT CG CTGCCG 
TCCGCCCCCGCAGAGCTCCATTCCCTGCGGTACGTCCATACGGCGATGACGGATCCCGGCC 
CCGGG CTG CCGTGGTT CGTGGACGTGGGGTACGTGGACGGGGAACTCTT CGTG CACTACAA 
CAGCACCGCGCGGAGGTACGTGCCCCGCACCGAGTGGATGGCGGCCAACACGGACCAGC^G 
TACTGGGATGGACAGACG CAGAT CGGACAGGG CAATGAG CGGAGTGTGGAAGTGAG CTTGA 
A CACACTG CAG GAA CGATA CAA C CAGA CCGG CGGTGAG CACGG CCGGGG CCG CGG CT CCGT 
GGGTGTGGG^J!GGG CT CCATGG CG CAGTG CCG CCCACACCCCCCAGG CCT GG CCCTG CCCG 
G CGG CACCGT CCCGGGG CTG CCCGT CACAG CCCCACCG CG CT CGGGGTG CCG CGT CCCGGG 
GGGACCCOUVCCCATCCCCGCTG(^GTGGGAGCCCGGAGCCGGAGGGGCCCCTCACCCCCT 
GCCCGG CTGTGTTT CAGGGT CT CAAACGGTG CAG CTGATGTA CGG CTG TGA CAT CCT CGAG 
GATGG CA CCAT CCGGGGGTAT CAT CAGA CAG C CTA CGAT GGGAGAGA CT T CATTG CCTT CG 
ACAAAGG CACGATGACGTT CACTG CGG CAGTT CCAGAGG CAGGTT CCCACCAAGAGGAAAT 
GGGAGGAAGGAGGTGTTGCTGAGAGGTGGAAGAGTTACCrGCAGGAAACCTGCGTGGAGGG 
G CTG CGGAGAT AT G T GGAAT A CGGGAAGG CTGAG CTGGG CAGGAGAGGTGAG CGGGGT CGG 
GGTGGGGGGGGGGGGGGG CGGACG CAGTGTGGGGT CGGKCGTGGGG CGGGGG CT CAT CGTG 
GGGAGCT CAG CCCGGCCCT CACTG CCG CCCACCCACAGAG CGG CCTGAGGTG CGAGTGTGG 
GGGAAGGAGG CTGACGGGAT CCTGACCTTGT CCTG CCG CG CT CACGG CTT CTACCCG CGGC 
CCAT CG CCGT CAG CTGG CTGAAGGA CGG CG CGGTG CGGGG CCAGGACG CCCAGT CGGGGGG 
CAT CGTG CCCAA CGG CGACGGCACCTACCACACCTGGGT CACCAT CGATG CQ CAG CCGGGG 
GACGGGGACAAGTACCAGTG CCG CGTGGAG CA CG CCAG CCTG CCCCAG CCCGG CCT CTACT 
CGTGGGGTGAGTGAGGGGATGTGGGG CTGGGGGG CTG CGGG CTG CCCCTT CCCCTG CTGAT 
GG CCCCG CT CT CCCCCAGAG CCG CCA CAG CCCAACCTGGTG CCCAT CGTGG CGGGGGTGG C 
CGT CG CCATTGTGG CCAT CG CCAT CGTGGTTGGTGTTGGATT CAT CAT CTA CAGA CG CCAC 
G CAGGTAAAAG CAGAGGGGTG CAGG CGGG CAGTGGGGG CTGTAGGGGGAT CTGGGT CCCCC 
CTTGGGAG CCCCCAACCTGG CTGTGATGTGAACCTGTGATGAAG CAT CT CT CTGT CTG CAG 
GGAAGAAGGGGAAGGG CTA CAA CAT CGCGCCCGGTGAGTGATGAGGG CAGCG CTGT CCCCC 
ACCT CTG CCCAGTGCCAGGGTGGTCCTGGGGT CCCTG CTTT CTCCCAAGGTACCCATT CCT 
GGTG CTTGGGG CTG CT CCATG C C C CATAGGGAG CACAGGG CTGGAT CT CACAG CTG TT CCT 
C C CT T AT AGA CAGGGAAGGTGGAT CCAG CAG CT CGAG CACAGGTG CGGTGTGGGG CTGTGG 
GTTGGGAGGGGT CCGTGTG CT CT CTGTGGTACTG CCCAGGG CTGGG CTATG CTGGGG CT CT 
GCGGGGAGACCCCCGGAGCAGAGGGTTGGGATGTGAACCTGGCCCCGTGGGACATCATCCC 
TTCT CAT CCCACAGGGAGCAACCCCG CCAT CTGAGTGCTGTGCTTC^ 

AACAGT CCACACCAG CATTTGGGGT CG G T GAT GGA CACAG CCCCAT CCT CCTGACCT CT CA 
CAT CT CATT CTG CTT C CTATG CTGACTGTTATG CTTTG CCTG CACTG CTT CCTGTGAAATA 
AAATGATGGG CCATT CTGTG CT CAG CTTGCCTG CATT CTG CA CAGTG CTGTGGTTGGGGAT 
GGGGTGGGTC^CAGGACCGTGTCCAGTTTGGCTGCTCAGGGTGCAGATGTGGCCCTGTGCT 
GAGTACCCACTG CCCT CCCCCCCTAT CTG CCTG CTG CT CACT CCCCCT CCTGTACCCCCAT 
CCCTT CT CACCT CT CCT CTGTGAACCCCATG CTGGTGGTTG CTTG CT CCCTGT CCTGG CAG 
AACT CT CATTTT CCCAATGG CAT CCCTGGGTGTTGGGATGTGGT CT CCTTGGT CCT CCCCC 
CAG CAGT CACTG CA CATATCCCCCCCA CTT CCCCCC 

ATTT CCCT CT CCCCCCCCCCCCCCCCCCCCCCG CCCAT CCAG CTG CCT CTG CAAT CCT CAC 
CCTTG CCCACACA CAA CTTTG CG CACT CCACCT CCCT CAT CCCG CCCTT CCCCCAG CT CT C 
CTGT CCCTG CTGG CCCCCCT CCCCCCCCCCCATTGTACCCTACACCCAAATAAATATGTTT 
GTT CTG CTG CCCT CCAC^jT^ 6i^?K£i^^ CG 
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T CCG CT CTT CA C CCTGGGGGGAAGGGG CT CTGGGGGT CCCTC-.TTCT CCC7G CACTT CTTA 
GAG CACOGGGACT CCCG CG CTGAGAT CCCAT CA CACCCGGG7ACAAA CATG CGG CTT TAT T 
CCCAGTTCTGTGTCCCACCCCCGGCCCTGGTGGCACTCAGTGGCACCGCAGTCCATGCAGT 
GGCCGTTGTGTGTCGTACAGCAGCGGTACC 



FEUILLE DE REMPLACEMENT (REGLE 26) 
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12. I Figure 5 



ATATAJGAGT.A.A.\CTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGC 

ACCTATCrCAGCGATCTGTCTATTTCGTTCATCCCATAGTTGCCTGCAAC 

TCC C CGTC GTGT AG AT AA.CT ACG AT AC GGG AGGGCTT ACC ATCTGGC CC C 

AGTGCTGCAA.TGATACCGCGAAGACCCACGCTCACCGGCTCCAGATTTAT 

CAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCA 

ACTTT ATC CGC CTC CATC CAGTCT ATT AATTGTTGC C GGGAAGCTAGAGT 

AAGT AGTTC GC C AGTTAATAGTTT GC GCAAC GTTGTTGC C ATTGCTGC AG 

GCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGT 

TCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGC 

GGTTAGCTC CTTCGGTCCTCC GATCGTTGTC AGAAGT AAGTTGGCCGC AG 

TGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATG 

CCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATT 

CTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAACAC 

GGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGGA 

AAACGTTCTTCC^KjGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATC 

cagttcgatgtaacccactcgtgcacccaactgatcttcagcatctttta 

ctttcaccagcgtttctgggtgagcaaaaacaggaaggcaaaatgccgca 

aaaaagggaataagggcgacacggaaatgttgaatactcatactcttcct 

ttttcaatattattgaagcatttatcagggttattgtctcatgagcggat 

acatatttgaatgtatttagaaaaataaacaaataggggttccgcgcaca 

tttccccgaaaagtgccacctgacgtctaagaaaccattattatcatgac 

attaacctataaaaataggcgtatcacgaggccctttcgtcttcaagaat 

tcccgcccgtagcgcgcgcgcaccagccggcatcgcacccgagcaccagc 

tcccccgtcgtccagatgcccacgggccacgtcgaggccgacggggagaa 

atacacgtacctacctc<rggatctcaacaggccccgggtggccaaccagg 

tcgtggacgcgttgtgcaggtgcgtgatgtccagctccgtcgtcgggtgc 

CGCCGGGCCCCAACCGGCGGTCGGGGGGGCGGTGTATCACGCGGCCCGCT 

CGGGTGGCTCGCCGTCGCCACGTTGTCTCCCCGCGGGAACGTCAGGGCCT 

CGGGGTCAGGGACGGCCGAAAACGTTACCCAGGCCCGGGAACGCAGCAAC 

ACGGAGGCGGCTGGATTGTGCAAGAGACCCTTAAGGGGGGCGACCGAGGG 

GGG AGGCTGGGC GGTCGGCTC GAC C GTGGTGGGGGCGGGC AGGCTCGCGT 

TCGGGGGCCGGCCGAGCAGGTAGGTCTTCGGGATGTAAAGCAGCTGGCCG 

GGGTCCCGCGGAAACTCGGCCGTGGTGACCAATACAAAACAAAAGCGCTC 

CTCGT AC C AGC G AAGAAGGGGC AG AG ATGCCGT AGTC AGGTTTAGTTCGT 

CCGGCGGCGCCAGAAATCCGCGCGGTGGTTTTTGGGGGTCGGGGGTGTTT 

GGCAGCCACAGACGCCCGGTGTTCGTGTCGCGCCAGTACATGCGGTCCAT 

GCCCAGGCCATCCAAAAACCATGGGTCTGTCTGCTCAGTCCAGTCGTGGA 

CCTGACCCCACGCAACGCCCAAAATAATAACCCCCACGAACCATAAACCA 

TTCCCCATGGGGGACCCCGTCCCTAACCCACGGGGCCCGTGGCTATGGCA 

GGGCTTGCCGCCCCGACGTTGGCTGCGAGCCCTGGGCCTTCACCCGAACT 

TGGGGGGTGGGGTGGGGAAAAGGAAGAAACGCGGGCGTATTGGCCCCAAT 

GGGGTCTCGGTGGGGTATCGACAGAGTGCCAGCCCTGGGACCGAACCCCG 

CGTTTATGAACAAACGACCCAA.CACCGTGCGTTTTATTCTGTCTTTTTAT 

TGCCGTCATAGCGCGGGTTCCTTCCGGTATTGTCTCCTTCCGTGTTTCAG 

TTAGCCTCCCCCATCTCCCGGGGTGGGCGAAGAA.CTCCAGCATGAGATCC 

CCGCGCTGGAGGATCATCCAGCCGGCGTCCCGGAA.AA.CGATTCCGAAGCC 

CAACCTTTCATAGAA.GGCGGCGGTGGAATCGAAA.TCTCGTGATGGCAGGT 

TGGGCGTCGCTTGGTCGGTCATTTCGAACCCCAGAGTCCCGCTCAGAAGA 

ACTCGTC ^ G ^ GCC 9E^&W^PLACEMENT (REGLE 26, 
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TGGGGTCCTCTTTGGTCTGATGGAGAGACXrTTGGCACCAGGGTAAGTCGC 

TGCCT^CATCACCACTGGTGTTTTGTCTCAGCAGCTGGTGTAA^TTTCTGT 

CCATCTGGGCTATTTCTGTAGAAAGCAAAGAAGCTCTGCTGGTGGGCAGC 

TCATCTCCCAGTGTGAAAAAGCAAAATGCAACGCATGCACCCTGCTATCC 

ATGTGGBCCYAKCCCTCTCCATCAGCTGTTGAAGGAGAAATCTGCACTCA 

GAAGAGATTGAATTGGGCTCAGATCTGGCTTGGGAAGATGATGATTCCAA 

CC AGAGTC C AGGAG ACTTTGGGG AATGC ATG AATCCT ATAGGAAAATGGA 

TAACCCTTCATCCAAGAGCAAGCTGGCATGATGCTCTGGGGTGAAAACCC 

ATAATGCCACCTGGTTTTAAGGTTTGGGGTGGCTTACAATGTGCAGCTCT 

GCTTCCGGCGAGGCACTGQGAGCCCTAAACCCATGGAGAGGTCAAACCAG 

TGCTGGAGGTCATTGTGGGCCCAGCTGCAATGGGAGG TAGGC AATTATGG 

ACATCGCTGAAGCCACCCCACGCTCTGGGGAACTTGGGTTTTCACCTTTC 

ACTGCACTTTAATGGGATTTCTCATCAATGT CTGC ATGTTCTTGGCCACC 

TGTTTAAAAATATAATAATAATAATTAAATCTTTTGCCCCACTGCGGGAT 

GAGCAGCTGGTGGTTCCCAGCTCACAATAAACCACACTTGAGACTCCCTG 

GAGAATTCGCTTTC 1 1 1 1 1 GCAGCTGGTTCCATGTKGGGS YKTTC AGCCC 

CTCTGCAGCTCATAGGCTTTTCTTCACAG CCTC TGCTCCACCTATTGCTG 

AAAAGGGGGAAATTTGAGATGGATCCCATTTTGTGAACATCTCCCMACCT 

GTGGGTAATGCTCAGACCTCTCAGCCCTGTGGGTTTAATTTCTCTTTCTG 

CAGCTTAATGGGTTGGGGATGTTCATTACTGCAATAATTAGTGATGGGAT 

AGGGGAGGCAGGAGAGGATCCCGTCGACCGATGCCCTTGAGAGCCTTCAA 

CCCAGTCAGCTCCTTCCGGTGGGCGCGGGGCATGACTATCGTCGCCGCAC 

TTATGACTGTCTTCTTTATCATGCAACTCGTAGGACAGGTGCCGGCAGCG 

CTCTGGGTCATTTTCGGCGAGGACCGCTTTCGCTGGAGCGCGACGATGAT 

CGGCCTGTCGCTTGCGGTATTCGGAATCTTGCACGCCCTCGCTCAAGCCT 

TCGTCACTGGTCCCGCCACCAAACGTTTCGGCGAGAAGCAGGCCATTATC 

GCCGGCATGGCGGCCGACGCGCTGGGCTACGTCTTGCTGGCGTTCGCGAC 

GCGAGGCTGGATGGCCTTCCCCATTATGATCTTCTCGCTTCCGGCGGCAT 

CGGGATGCCCGCGTTGCAGGCCATGCTGTCCAGGCAGGTAGATGACGACC 

ATCAGGGAC AGCTTC AAGGATC GCTCGC GGCTCTT AC C AGCCTAACTTC G 

ATCATTGGACCGCTGATCGTCACGGCGATTTATGCCGCCTCGGCGAGCAC 

ATGGAACGGGTTGGCATGGATTGTAGGCGCCGCCCTATACCTTGTCTGCC 

TCCCCGCGTTGCGTCGCGGTGCATGGAGCCGGGCCACCTCGACCTGAATG 

GAAGCCGGCGGCACCTCGCTAACGGATTCACCACTCCAAGAATTGGAGCC 

AATCAATTCTTGCGGAGAACTGTGAATGCGCAAACCAACCCTTGGCAGAA 

CATATCCATCGCGTCCGCCATCTCCAGCAGCCGCACGCGGCGCATCTCGG 

GCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCA 

CAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAA 

GATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCG 

ACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGT 

GGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCG 

TTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGC 

TGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGA 

CTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGT 

ATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTAC 

ACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTT 

CGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTA 

GCGGTGG1 n 1 1 1 1 GTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGA 

TCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTaACGCTCAGTGGAA 

CG AAAACTC AC GTTA^^^}^'^i^^V^^^^^'^^^ > ^^GGATCT 

TCACCTAGATCCTTTT.AAATT.A.AA^TG. j l.AGTTTT.-^AATC.A.ATCT.\.A-A.GT 
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" CCATAATATGCCATTAGAAGTAAGACATCCATCAAT GATA TATCCATAGA 
ATACAAGAG.A\CGGTCTACATTTAG-TTCAGATCCCATTTTCAGGTTAAC€ 
ATGAAAAAAATACCCAAAGACTGAATGTCACCATTCAGGGATCCCGTGTG 
TAAAATCATGACTTCTGCTTTAATTATAAGAAAAATGAAATTCACTGTTT 
TTATTCTCTTTTAAGATGAACTCTCAACAGAAGTTGGTGAGTATTTTTCT 
GC CCTC CAGCAAAACC AAAGC AT GC AGTTTGC AGTCTGTTTTGGAT AT AT 
ATTGTACGTGGATATATAACCTGTATGTTATAACACCTCTGGTTTCCTTT 
TCrCCTTCTTTTCCTCAGAAAAACGAGAGAGAAGAATTGGTGAGTATCAA 
ACTTCCCCCCAG.AAGTGGACTTTGGTGTGTTGGGAAGATCCATACCACAA 
CGTTGGTGCCAAACTTAATGGAAATCCTTTGTTTTTTCCTTATGTTTTCA 
GATGAACTCACTGCAGAGCTCGGTAAGTCGTGATTATAACTCATAACGAG 
TTATAATGCTATTGTTATATATAATATACATATTATATATTGTTGCTATA 
ATTCATAATAGAGCAAACAATCACAAGGCACAGAAATATGGGTTTGCTTT 
GAGAGCCAAACCTTAGGAAGTGATAACACAATGGGAAGAGGACAATGACC 
ATTTCTGTTGTTC CTCTTTTCAGAGCACTACAAGGCAAAAGCAAGTGAGT 
GTCTCCTTCCTC ATCTTC AGC AC GTGAGAGA 1 1 1 1 GGGGGCTTTTGGGAC 
GGCTATGGGGATTTACACATAATAAAACAGAAGATGAGAAGACAGTTTGT 
TAACTTGAATTCAAACTGGTTTGAAATTGGTGAAATTACAGTATAAATAA 
TCTCCCCAGTACCCAATTATACAATGGGATTAATTACAGCCTGCCCAGGA 
AAGGAGCACTGAATTTTTTCCTGCGTCCA TCCAGCA TGAAGTCCATCAGA 
CTTAAGCTTACAGCTTAAAGAATGGTTCAi 11111 1 CATTTAACCCCCTC 
GTAAGTTAAAAGATGGACTTCAGCATCACAGAAGTAGCCCAGAAATAGTC 
AAAAAATGGGTCATGAATTTCCAGAGCACCCCCC CACACTTTC CTTGGTG 
AATAGGAAAAC AAATATTAAAACTAATTAATT GG 1 1 U 1 1 1 1 1'CTTTTTA 
GGAAGATGTTTTGAGGAACACAGTAAGTGCCCTITTCTCCCTTCTTTAAG 
CATCACTTTTCACTTTAAGTCTGCATCACAGTTAATAATCCATCTCCTTA 
TTATGCATTTTTAGGGAGAGGCGAAGAAAAGTTGGGTAAGTCATTTGGTT 
AATTGGGTTTCTGCTTGCAGACCCCATCCAGGAGCTCATGTCCTCCTCTT 
AGTGTCTGCACTGTAGAAATATCCAGGTTAGACGTGTAGGTAGGAAATAC 
TGGACCTGCGTGGAGGTATTGCAGACCCCATTTATGTGTAGGGGAAGCAG 
AACATCAAACTATTGAGCCTTGAGCTCCACGAAGACAAGCCACCCTCTTA 
GATTTCAAGCGAAGTCGAGCTGAATAGATTTAATTCTTTCTTTCCCATAG 
TAAATGTGACTCTGGACCCAGAGACGGCCCACCCTCGCCTCGTCCTCTCC 
AAGGAC C AGAAG AGCGTC C GATGGGAAT AC AGCCTGC AGGAATCC CC CGA 
CGGCCCCGAGCGCTTCGACGCCGATCCCTGCGTGCTGGGTTGTGAAACCT 
TCACCTCTGGGAGGCACTGCTGGGTGGTGGATCTCACAGAAGGGCAGTAC 
TGCGCCGTTGGGGTCAGCAGGGAGTCCCTGCCCAGGAAAGGAGCCGTCAG 
CTTTAACCCTGATGAAGGCATCTGGGCTGTGCAGCAATGGGGGTTCAAGA 
ACAGAGCCCTCACCTCCCCTCCGACCCCACTGAACCTTCCACGGG TTCCC 
AAAAAGATCCGCATCTCTCTGGACTACGAATGGGGCGAGGTGGCGTTTTT 
TG ATGTGG AG A_A.CC AAATGC C C ATCTTC ACTTTTC CTCTGAC CTC CTTTG 
GTGGGGAGCGGCTCCGGCCGTGGTTCTGGGTGGAGCTGGGCTCCCTCTCA 
CTGCCC AG AT AAC CC CGG AATC C CTGGAG GTGCTGTGGAGGTGC CTT AC A 
GCAGCTCTTCCAGACCGGGGTGGAAAAACTCTCAGGAAAAGCAGCATTAA 
AACCTCATTCTCCCTCTTCCCAGTCAACCATTGTCATGCAAAAGAAAGGA 
AACCCATCCTCAATGTCATCAGCATCCTCCGTGTGTCATGTCTGGTGGCC 
CCCATTGATGTATGGGGTGGCTCCTGTTGGTGTCTGGTGCCCCCTATTGA 
CGTATGAGGTGGCCCCCATTGACGTGAGGTGGCCCCCATTGACGTGAGGT 
GGCCCCTATTGACATATGGGGTGGCTCCTGTTGATGTCTGGTGCCCCCCA 
TTGACATGAGGTGGTeonXET3E.«BM?Gj£C_M^ 

CNn-GATTGCAGTTCC.AA-\CTCTAGGGACGTTAAA.CGACCCACAGAGAGGA 
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aafcacctcaaaatgagcctgaatg'l 1 igcactgaggactgagcacagct 

gggcactaattcatcttt-atttctctcttatttacagagg.aacgcgatct- 

gaaaatcagt.aagtgctgccccaaagccatagggctatgctgggcttcat 

ccccacaacatgaattttataaattaaataaataaataaataaataattt 

tatattttatgtatttgatattagcagtatttaaaaaaaagaataaaata 

actcaagaatcttaggatcaatagtaacacaatgatgcaacgtggataca 

aaagc agt AATTC ct atttctttgggttttt atc cttc c agggg aac acg 

aagcagagatacgtgagtgttattttatatactctataatggaaaacttt 

tttctctgtaatataaaaataggctttattattkgaggggttttttggct 

taacgcaaatgcgaagtgcttgaaattctacgtatgaaatagaggatttc 

ccatagagaaa.\acagcaatttggggctggaataaaagtttcatttc ctt 

gctgaaaagtgaatgaaaagggggggaaaagaacataaaaattgagtttt 

TTCCCTCATTAATCTGTCATGAAATGXjGTTGGGTTCCTGAATGGTGATGT 

caacacctcgttttgggttcagcccaacataatatgtgtctgtcc tttat 

ttctgtatcactggtgttaaagagagctgttttgaactaatatctctttt 

ttaattacttttt cl i 'll 1 ctttttctttccttttttctcccgtttctct 

ctgttttgctttaagggcgcctcactgagctgctcggtaagtgcatttcc 

ttccttgcatctgtsaawmcagcwataaccvhaggycctattttgggggg 

gaaggaggggataaaacacaataatgatgaaat cagtg ct ttgg aaaggg 

tgcaattattatttctcctgcaaatgaatacttccttttcccttttgttt 

gcagaggaccgcgattccgatgtccgtaagtccttttgtttgtcccggag 

ctgtgaatcctccaatgggaaatgcagaatttcagagtctgccccaaaaa 

tgacctttttgaggctacaagggatgggaaaataaggagaaatgtcctta 

tttattgatctccttgtttatgtgcaaaactgggtgactcttctctgccg 

aacacgttagaaataagaacacaaaatgggaggaaatggtatttattcat 

atctgttg 1 111 t ctgtttaatttttaggagaacaggacatcctcattag 

taagtggcactttggattgataagaaatgcagctcctggggacgtttggg 

tgctgcgattgctggcactgctggggctttgtgttgtggtggaagtggaa 

TTACTTCAAAAGAAGAGAAGAATGGAATTATCTGGAGAAAAAGGGGAATA 

AATGGAACTGTTTGGGAAAAGAAGGAGGAATAGAATGGAAATATTGGGGA 

AAAAAGTGAAATAGAATGGAATTATTTCAAAAAAAATGGAATGAAATTTA 

GGGAGGGGGAAGGGGAAGTGGAATGGAATTATTTGGGGGAGAAA AAGGG G 

AAAATTGAATGACTGGGGGGGGAATGGGGAAATAGGATGGGAKTWTTTTA 

AAAATACAGAATTGTGAAGGTTTCAGCCCATCTCAGAGAGTTTGGTATCC 

TCGAGTTCCCCCTTTGCAACCCATTGAGCATCCTTGGGATGACACCAAAT 

TCTGTTTTCTCCTTTTCAAGGGAAACTGTCAGAAGAGCTCGGTGAGTTAT 

TrCCACTTCTTACATACAAAACTGATTCTGGATAATCCTTTTGTGTGTTT 

TCCTGCTTTGCCTCTTTGTGTTTTAAGAGGCAACTGCAGAAGGAATGGCA 

CAAAGGGTGCAGAGGATCTTTGGGATAAATAACAGGGAAAACAGGGATGG 

GATAGCAATGAGTTGGTGCAATAATCTATGGCACAAAAGGTGACGGCGTG 

TTTC AC ATTTTGCTTTTTCTCTT C CTTTT AG AGG AATT AAGGGGTC GGGA 

AGTTGGTAAGTGAGATTCCTTTCCCTCTTCTCCCCAAAAGGATAAGGGGT 

aatttggattctgatcrctttttctccctttttgttcctagaggagagtg 
ttctggagaggggtgagtatcattctctttctactgctgcttttgactga 
aggaatcccccataagcatgctggtgggatgggaattctacatctgatac 
acaattattatcatttcttcattttttatacacagaaatagataattttt 

TTCCTTTCTTTTCTCTTTTCCCCCTTTTTTAGAGGAACATGATGCCAGAA 

TTGGTACGTGTCCATCTCCCCCTGCTTTTGTGGTGTCTTCAAGAAGGCCA 

ATGGGGTCATTTGGGATTGTTTGGGTTGAGGATTGGGTTCTTGATTGAAT 

TTGGGGGAGGATTC.*€raCOEDE.REWei^eei«eriTf:(ftieire26>ATCTCATGT 

TTTCCTATGGGCTTGGATCCTTCTGTTGGATACCTAAGAATACCTGAAAT 
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TCCTGGGGGC.A.\GAGGGCACCGCCGTGTAAA.A_AAVVACATATATTTAACCA 

TTTTTCCTTCTT 1 i 1 fl C<£ATTTAGGGGACCGTGACTCAAAGCTCCGTG 

AGTGCCACTCTCCTCCTGATT.AA.^TCTGAGTGA AGATG TGGATTTTCCT 

CAGTGTGCTCCTACAATCTCACTTTTTCAGCACAGTTTTCCCCAAANTTT 

GTGTTTCTCCACCCAACCCCTTACACTGATCCTAAATGGGTGTATTGCCT 

GAATCAGTGGTTTTCTTCCCTA'l "1 1 1 NGATCTATCCNGTTTTATTCCAGT 

ATATGTTTTTATGACATAATTTTATGACATATTTTGTTGTATGATGCCCA 

TAGACCTTATTACCATTGCCTGCCCCTGTGTGGATCAGAAAATATATTTA 

ATATAAAACAGATATCTCTACTGAC AGTGA TT TCTGAT GCACCCATGAAG 

GAAAAGGATTTAAAATAAACTTTAATTTTTCCC1 1 1 1 1 AGGC AAACTGAC 

AGCAGAACTCGGTAAGSACMTKKYCKTCSYCATTCCCATAAAACAAATGA 

AATTATGGATGGATGGATGGAAATTAACCAGTTAGTAGAGGTCAGCTTTG 

CTCT AGGAC GGTCTGAAAAGTGAC C AAAATCTGCTTTT ACTC ATTTTTCT 

TCTTATTTTTTTGTAGCAAAGTGCGATGCAACGATCAGTAAGTGCTGCTG 

CATGTGGGGGTACCTCCATCTTCGGGTCATTTTCTGCTGTTTCAGCATTG 

AAAGGACATCAGAATTCCTTAAATCCAACAAAATTGGGGTCACTCGAAAG 

GAAATCTTTGCAGATATGGGGGAAATCAGAGCCAAATTTTGAGGGGGGGA 

GGGAAAATCTCAGGGGTGTTTCAGAAATCCAATGGGATCTGATGGTATTT 

TCTGCTCTCAGGACTGTTTACAGTGGAACTCGGTGAGTCCGTTTCCTTTT 

TGTTTTTTT 1 1 1 CTAATTATTATTT ATTAGTAGTATTATAAATC AATATT 

ACTGTTGCTTATACATATTGTTGTACATTATATACATAATACATACATTA 

TATACAGTATATAGTATACAGTAGTATATAATATTATGTATTATATATAT 

ATAATGTATTATAATAATGTCATATCTAATATATGTCTGTATTAGATATA 

ATGCATATATATTATTGTACTACAGTCATATTATAATACATTTACTTATA 

TCTGCCTTT1 rCCACACGTTTCATTGACCTGATTAAAAACTAAATCCTAA 

AGGC AGAAG AAGATGAAAAC C CC CAAATTAACACCAAATAATTGCAGCT A 

TAGATCATATCTATCAAAAGCAAATTTGCCTTCAGTCCACATCACGAAAT 

TAACAATAGAAAGGTTTAAATTTGGAACGTACAAACAATGACAAATAACC 

CCCAATGGCTTTTCTCTTCTTGCAGGAGAGCGTCACACCAAAATAGGTAC 

GTGAGGTGTTTGCTACCTTCGTTTGGAAGGAAGAAATTGCATTAATAAAA 

CCTCTGTCCAATATGAAGCCGGGGTCAAATTACTCATAAATCACCACTGA 

TTGTCCATGAATTAACAGGGAAAAAAAAGGCTAAACTTGAAAATAACATT 

TTTTTCATCTCTCTTTTAAGGGGAACTCACTGCAGAAGTTGGTAAGTCTC 

TTTCCCATCAGTTTAAGCAAAAATGGTTCATCAGATATATAATAATCCCT 

TATTTCTGCTTGTTTTTAGGGGACTACAACAGGAAACTTCGTAAGTGCCT 

TT AACTTCTC C C ATT AAGAGTT AAAC CTTTC AAT ATTTTTGATGCTT C AA 

TGTGCTGAAGCCACCAAAAATGTGTTTYAATTGTAAAGGGGCTGAGCGTC 

AAACCTG AAC ACTGC C ATGTTGGGGGCTGAGATTC GTGGGATTTGGGTTT 

TCAGTGTGAAAATGCCTCTGGGTTTCTGTGCCTGAGCTCAGGGAAACACG 

ACCAGGGCTTCCCAGTAGGAATGAGACCCCAAAATATTTCTACCTGGGGS 

CTTTTCCCATTGGGGAATTTATTCTGTWAATCCATATTTCTCCMCSTTTG 

ARCGTYMCTCMTCN'LAATGTCACAATCTTGGCAATGTTGAGAAGATATATA 

GATATCTATTTTAATACTGATTAATATGGAGGTGTTTGTGTTGGTCAGTG 

ATGTCATCGGGAAAAGATCTGAGTCATTGAATCCCCATTTCTTTTCTCTT 

TATTTTAAGGGAAACACGCAGCAGAACTTGGTAAGGGAATTCCCTCGCTG 

GGTTTGTTCTCTTGTTTTTCTCTTTTGGAGGGGGATTTTTTCTATGTCTT 

CTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTC 

TTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATG 

TCTTCTTTCTA.A.GTCTTCTTTCTATGTCTTCCTTTCTATGTCTTCTTTCY 
AWGTCTTCTTTCKAVf§l#£¥f£]*^f$l^g^^ 

TCTTTCCTTCTTTCTTTCCTTCTTTCTTTCCTTGGATTTTGAGCC.AAAAA 
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• TAGAAG AATGGGATGCAAAAATC AGTGAGTGCG CTTTTTTCCTCTCCCTT 
CACGGTGAGGTATGGGTGTGGAGGACCTGAATTA.A.TGTGAATTCCTCTG3" 
TTTAAGGGAAGCTAACAGAAGATTTTGGTAAGTCGCTTATTTTCCTCGAT 
CTGAGTGCATATTTCTACACCTTTACCATCAGTGATGACCAACGTGTGTA 
TGCATTTCTCTTTATTCCATTTAGAAGAGAGCGACACAGAGCTCGGTGAG 
TGCrTTGGGGTCTTATCAAGGTGGAAAGATGCCCCTCTGTGCAACAGTGG 
GGATTGGGAGAAGCCCTTCAGCTCTTCCATTTATCCACATCTGATACCCA 
G ATGG AGTC AGG AT GC AGAACTGG AGG AGGAGGGC C AAAGCTTTGGGC AT 
TTTGGGGTTAT 1 1 1 i GTTCCTCGAGAGCTCCC AGGATTGACCCGTGTCCA 
TTTCTGTGTTATTTCCAGAGGAATGTGACACAGAAGATGGTGAGTGTCCT 
CCGTGAGAGGGCTCAGAGAAAGACTTCCACCAAATCTCCCTCCTTTAATG 
TATATTCTGATGTATTTATTTAAGGGGATCTCGCASCTGAGATCGGTAAG 
TCGTGTGTGGTTAT AC AC CC CT ATKTGTGCCTC CC ATC AAAS AGGGCTCT 
GTGCASCTTGAGTKGTGTTCCCACAGGGTTTGTCYCCCACTCTTCACACG 
AATATGGGGGTAAAACCCAACAAAATGGCACAGAGGGATTGCAGAAAGGG 
CGGGCGTTGGGTGGCGCTGTGTTCTGATCCAAGGGAGGGTGAAGCTCATG 
AGAATGGTTCTTTCTTTCTCl 1 1 1 1'GAAGACAATCTGACTGCAGAGCTCG 
GTGAGTGCTTCCCTTTCCTCTCTGCTTCGTTTCACTGTTGGGTTTTTAGG 
GGGGAAAAATGCTTATTCCCCCCATAAACACACACATGTAACCCAACCTG 
GGCTGGAAGAAGGGTCCAAACGTTCATAACTGCAGACTGCAATTATCATT 
CCCAATTGGAAGGTGATTCCATCATGAACCATCCACCCATCACAGTGGAA 
TTCTGACAGTGTTTCTCTCTGTTTTCCCTTTCAGAGGAACGTGATAGGAA 
AATCAGTAAGTGC C1 1 1 1 T CCTTCC AGAACTGATGGGAAGCGATGGGTTA 
GGGTTAGGGTAAGGGTTAGGGTAAGGGTTAAGGTTAGGCTTGGGGAAAAA 
TAAGTTAATACATTTCATTATGGCTTAGAATTGAAACTAATGTTCATCTA 
TTTCTTTGTTTTAAGGAAAGCTCACATCAGATCTTGGTAAGGGTTACTTC 
CTTTAAACTATCCTTAATTCTGCAACAGTGCTGGGTATAGAGTAGAAAAA 
TATGCATGTGAAGGTGTATGTATGCACATGTTAATTCATTCCTATTTATG 
TACTCGTTAGTTGCTATATATGTATTAATTTATTCACATTATATATATAT 
TTGTATATATTTGCAAATATTTGTATGTATGTGTGTATGTGTGAAGAGAT 
TGGGGTTTCCTCTGGTTGAAGAGGGGGGTGAATGACAGCAGGTGTCCTTA 
ATAAGCCTTATTTTCAAAACACTAACAAGGGAGAATTGGGATACACAGAA 
ATAAAGCCTAAAAATGGGAAAAAGAAAAGAATGAAATGGGTAAAATATTG 
AAAAGAACRAAAARTTTGGAGAAAAGAAATGACASTTTTGGTTGGGTTGG 
GGCTGCTCTGCATTTCTCCRCTTATTTTCTCCCTITGCTTTCAGGTGATG 
TTGA CACAA AGCTCAGTGAGTGGAGCTGCTCTTCCTGCCCCACATTTAAG 
AGTATTTTTGGTATTTTTAAGACTGTTTAAGAATATTTGGACATTTCCTG 
TGGAAAATGGATTTCTGGTCTGTAAAAAAAACCTGGGGCTTATTrTTGAG 
GACGGAATAAATGTCCCAAAAAAGGGGGATTTTGGCATCAATTGACTGGG 
AGGTGAAAAATAAAAGCAGTGATCTGAGCGTGTTGGGGCCAATGGATGAA 
CCTCAATGATCATTGTGGTCCTTTTCAATCCAGGCCATTCTATGATTCTG 
TGAAAGAAAAGAAGATAATTAACATTTAATTTTCTTCTTTCTCTTCTCAT 
TCCAGAGG.AACGCGACAGGAAAATCAGTGAGTGTCACTTTTTTGGGGCCA 

aaaccctctgatttggggaagggatccctgatagaagtggttaatcctgt 

tggtttttccctccttgcagccaaactctcagcagaaatacgtaagtcct 

tttcctccccaatctgaactgtttctttgtattcttagacttcctttttt 

1 i1tt1 1tctgttttaattaaaataatgcttttttttggttggttu itt 

tttccctatttgacaggcagactgactgcactgctgggtgagtggtgcca 

ttaaatccgtgtgtggttttgggctgaaaacccttaa.aaa.tgggaa.ctct 

GCACCCAGACAGMYY^tf^Bgfli^^ 

AAATGGGGGGAAATGGGCAAAATGAGCATTGCAAGKGAGCAGAGYTGCTG 
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ccc aaaataggc atg actc agc aagcaccgt agtgggc atgatttgcttg 

ggtGaccccgtgggtaaggagccatttgttggacaccacgatgtcgtttt 

tcacagccctgtgagcgcagcgtcttaaattgccctccagacattccaaa — 

tttggagagctcaaatgggaaaggtgaaatgggcgtcagccctccgggat 

gaaggaatctctgccggggttttccgttggatcacagcaggaggatttgc 

tttcctaaagcattagagtgacgtggagagcccaaatcggacccagtggc 

cacattctccca^ggga^\.cccttcgggtgccccta cggtt ccttttct 

agcatgataacaaacttcttttccatccgcccatccccttttgggtttgg 

AGGTTGACAAATCCCCACTGAAATTCCTATGTTGCACACaTGTCCTTCAT 

TCTTTAAGTAGGAGTTAGCAAAGGTTCCGCATTGACTTAA.TTCAGAGCGA 

GATCAACAATTTTAGGCATTCTTTATGAACTTCACATTGTTTTATGCTGA 

TCAGCAGCAAAAAAACATACAGGAATAGGAGTGTGTCTGTAGGAGTGCTC 

TGCATTTTCTTGCTCGTTTGGCTGATTAAGGAAGCTGGGAGGAAATGTTG 

TGAAATAATCCCAAGTGATGAGAGACTGTGGGTATGGGAGGAGATGCCCT 

CTGTCCTGGTGAGCAGTAGGGACAGAAGACCTGAGCTCATTTCATATATC 

TGTATATTAAGGCAATGCTAACCAGTGCTGTCGTGTTATTTGGGGCCAGG 

AGTGGCTTCTGCCCCCGTTGGTGCCCATAAACCAGTGCTGCCCCATTKGG 

GATTGGGGTTNTGTTGGCAGACAACATCCACCAACCAACCCATGGCTGAT 

AGCAGAGAGGCGACCAGGTCAACCCTCCATATATCTCTGCAGAAACCTGT 

TCCTGTCTATACAGGGATCCCCATCCCTCCCCCAGCCCTCCTTCCATCCT 

CGGCATTTGGGTTGGCTATAATTAGGCTCTGGGAACGTTCCCCTGCTGCC 

AGCACAGCTGTCGTGTCTGCAATGATCCTTCCAGCTCTCTGCGGACACGC 

AAACCCTCCAGCAATCCTAAATACCCATTTCCTGCACTCCTGGGACAAAC 

TGGGAGCTGCCAAAAATCTCCAGCCCCCCACAGACGTGACCATCACAGCA 

CCAAGGAGCAGAGCAAGCGCAACGTGATTACGGTGCAGGTCGGGGTAAGC 

CTTTCTCTTTCTTCCCACAGCCCAGGATTTGGGGGATCCTATTGGCTCTA 

TGGGATCTGGGAGATGCAGGAGAAATGTGATCCCTTTGCTGTAGCAAAAC 

AACCTTTTAGAGTCCTGCACCTGAATCTGGCAGTACTGGAAAGCAGGAGA 

GGGATTAAGAGTCCTTCTGCATTATCCTGCTCATAGGGAAATACAGCACA 

GAAATCATTGGGGCTGCTTCCTTTGCTTTCTTGGCACAAATTTAGGTCCT 

CATTACAGCGTTTCTTTGACTGAGACCCCAATAGGATCTACAGGGGTAGA 

AC AAAGC AG AC AAAAAGT G ATTG ATGTTTC CT ATGC G ATTTGTTGC CTTT 

TCCCATTGAGATTTCTGCTTTTCCTATGGGGC1 1 1 1 TGCTTTTTC AC AGC 

TTTTTTTATTCACTGTAGTGAATAGAAATTTTTAGGGCTTTTAGGTCATT 

GATGCTGTTATGAACACAGAGATGAACTCATAACACCTTCCTGGTGTGGT 

TTGTCTATGGGATAGAAAGGAGCTCATGGTGCTGTGGACAACTAACAGAG 

GTGCCTGAGGGCTGGGCCCTCTTTGTGCCCCTTCTGGGGGTCAGCAAACT 

CCTTTTATTCAGATATAAATCCCCTCATCCACAATTTCACCAGTCTTCCC 

AATGCAGACCCCAAAAAACATCCCCAATGACAAAGTCCACGAACTGAGAA 

AAGCAGCAAAAAGCCTCCCAGCCCCAAATATTTATCCCTTATCCCATTTA 

TTTCTATGGGCAAAGCTATTCTAGGCATCAGGAAGGTGGGAGATTCCAGG 

TCAGTTTGTTCCTAATTGTGATCTTTTAATGATGTTTCTCCCATCAGGTG 

GACATTTGGAAGTGGTTCTGACTGGGAAGAGGACGTGATGATGGCATCAG 

GTAGAGCTCAGAAAGTGGTATTTATCAGCAAAGCAATTTTCCAGGTCTGT 

TTTTTCCCATTTTTCCCATATTTTTTTCTTATTCAGGGAAGAGGAACGCG 

GATCTTGGTGAGTGATTTTCTTCCTTTTACCTTCAAAAAGTCCCTTTCCA 

TGTGTAGAAA.TGGATATACGTACCCCCCACTGATACCCATTTCCTTTGTT 

CTGTCCTTATATTTATACTTCCCCATATTTTGAACACATGAAAACAAAGC 

CCACATTAAA.TAAATTCATAAACAGTGCAA.TTTTTGGACTATTATTTTCC 

ATAGAAA4GTATTAAATCAGTGCAGAAGTGCCTCTGGAGGTGACTTCTGC 

AGCACCCAA\GAGA<£^t!&§P£(£g^£ai#^tKE^ 
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GAAAGAGGTTTATTTTCACAGTGTCGAA^CAGATCCGTTGCCTCACCT 

GCAG€GTGTATTTGCAGA€ACCCAAAGTGTTCCAGAGTTTGATGGTTTTG 

TCCCTGGAGCCCGAAACGATCTGGCGGTTGTCGGAGGAGAAGGCGACGCT 

CAGCACATCCTTGGTGTGGCCAACAAAGCGGCGGGTGGTGGTTCCTCTGC 

AGGGACACCAGGAGGGTCGCACGGGAGGGACAAAGCTCAGCAAACCCCCA 

TTAAATTAATTAACCCTCCCCTAAATTGAGGAGATCGTGCTGCAGTGCAT 

AAATTCTTAATGAACACAACTGATGGAAGCAGGAAGGAAGCTAAAACGGA 

GTC ATCTC C AC ATGGGTTGAGGAGTGGTGGTTCCTTC CCTC CTTCC GAAC 

AGGAACAAAAGGGTGCCAAAGCTTTTGATATAGGGTTGGAATAATCATGA 

GGAGTTTAGGATATAAAACTCAGCTTCCGTGGACACACAGCAGCGTAAGT 

GCTGAACGCTTTTGGAGGATTGGGGTAGTTCTGCTTCCTGAGGAGTTTCT 

TCTCCTATAGTACTCCCAAAAATCACAGTGCAAGAAGAGCCGGTGCTGCT 

CCAACCTCACCCCAAACTCTGTACCCCAAAATCACACCGAAGGAAAAGCC 

TGCTTGCTCCAGTCTGTACCCCACAGCGATGGTGAAGGAAGAACCAAATC 

CCCCCCTGCTGCTCCACSTGCTTCTCTCCCATCATAATTGCAGGACGTGT 

CCTCAGATCCCGGAGGATCAGCAGACTGTGTCAGGTGTAATCACTGGGAG 

AGTGAGCTGAGGGAGGAACCGCTTTG GTCCT CCCTCCAAGCATGATTTAC 

CACCCAACCTGAGAGGAACTCACCTCATTTTCACGCTGTACCGCACACCT 

CTCACCCACCCCAACACCCAAACAAAACACAGAGCCCAGTTCTGCCCCAA 

ACCCCCACCCCAAAGCCCTTTCAGTCCCCAGGACTCACGTGGTGAGGTCC 

CACAGCCTCAAGGTGCCATCCCAGGAGCCCGACAGCGCAAACTGCCCATC 

GGAGGAGATGACCACATCGCTGACAAAGTGCGAGTGGCCGCGCAGGGCGC 

GCTGCGGGATCCCGTAGTTGGTCTCATCTCGGGTCAGCTTCCACATGATG 

ATGGTTTTGTCTGGGAAGGGGGAAAGGCAGCGGCCTCAGCTCCAACCCTT 

CTCACATTCCCGTCCTCACTGGGCTTTATCTCCCTCATAGCAATGGGGGG 

GTTACACAGAAGCACCGCACCCCTTCCTCTCAGCCCCCCAACCGCCTCCC 

TACGTCCTCATACACAGCAGCCTCCCCACCCTGCAGCTCTCTGTCCCCGA 

GCCCTGCACCCCATTCATCACCTCCCCTCCCCSAWGGTCCCCCCCAGCCC 

CCTCNTYTAYCACKGACGGTGTCCCCTTATTTCCCACAGTCCCCTCCATA 

GGCCCCACAGTTCCCTGCCCCCCCCCACCCCACAGTTCSGCCCCCCCCGC 

CTCGGAMGAGGCCCGAACCCCTCAAGGCGCGGCCCTCACCCCGCGACGSG 

GAGAGAATCATGTCCGGGAACTGCGGGGTGGTGGYGATCTGCGTCACCCA 

CCCATTGTGGCCYTTCMGGGTACCGSGGAGGGTCATCTGCTCCGTCATGG 

CGGCGGCGGGGCGGAGGGATGGCGGCGGATTCAATAAAGGGCCCGGCCCG 

GTCCGGTCCTACCGCCCGYGATGGCCGCCAGCGCGGAAAGAGAAAGAGGG 

AGGTGACTTCCGGCGGAAGCGGAAGTAGCCGCTGGGTTGTACGGCAAGAG 

GGGCAACATGGCGGCGCGCATAGAGAGCACGCTGAATGGGGGAATGGGGC 

TTTTGGAGGTGGGGAGGGAAGGTTGTTYTCTGC C GCTGC AGGRAC AC GAG 

GTGCGGGCAGAGCACCTTCTTTAACATTTGKTATTATTTAACGTTTWACA 

TTTAGCATTTTTATTATCCCTGTTGTGCCAGGACGGAGAAGAGCAGGGTG 

TGCAGCCTGTGCTTATCACCTGCAGCTGTCCCTGCACCCCACAGCCAACC 

CAAGTTTGTGACGCCTGAGCAGGATCTGACCCAGGAAGGCAAACAGAAGG 

TCTGAGTCCTCCTCCCTTTCCTTTCCCATCCCTCCCACGCTGCAGTTTGG 

GGGCTGTGACCCGTCCGCGTTGCTCAGTGCTCATTCCGATGAGCAGTGGC 

TGATGGTGATGTTCACAAGTTTTTGGCATCCCTGTGGGTTCCACCCCCGT 

TTTGTCTCACCAGCCTTTTTCTATCCGTCCTTATCAGCAGATCATCCTTG 

TTATTAGATCTGTCTTTTTCCAGTCACGGCTTTGCATTTTCACCTTGGTT 

TTACCACCTAACATCAAGCCTTTTGTCCCCATCTGATGATATTCATGCAG 

ATAAATCCGTAAAGCAGGGAAGAATTAAATTCTGGCCCCTTCTACACCCA 

TTTAGGTTTAGATCT^fck^^f^^E^^ 

GGAATAACGTGTCTTGATGTGCCAACACACCTTGAAATCCAGAAAATTGC 



WO 99/27132 



PCT/FR98/02501 



15/110 

GGC CTGGC ACTTT ATTTAGGGC C ACGT AGGCC GGGG AGGGTGC AAAAAAT 

TGGGGAACTTCCACCTCTGAGGCTGCTCAGAGTGCAGCATCGCACCAGGC 
C GC AC C GGTGGG AAGC AGCCTTGTTTC CC CTTGC AGCTT AAG AGCTCTCT 

GAGGTGGGGGT ATTT ATTTTCTCTTCCCTTTTCTCAGCTGCTGTTGAATT 
TCCAGCTGAATCCTGTCCCACCAGAGAGACTCTGATTGCACCCTGTTGTG 
TTTTACTTC 1 1 1 1 1GTTGGTGGATTGGTA1 1 1 ITU 1 1 TCTGTTGGCGTT 

ACAGAGCTAGTTCAAAATATTTTTGGCTAAAATAAGAATTAAATGGAGAT 

CTAGTTTTTTGAAATGTCAAGAAATAATAATAATAATAATAAAGAATAAA 

GAATAAAGTTTTAAAGCTGAGCCTCTCCCTTATTGAGAGCCCCCAGGGGA 

CAGGAGTTGTGGTGCAGGCCCCCCAGTCTGCTGTTAACTCCTGCTGGTAA 

GATGTGACTTAAGCCTTGCATCGTTAATCTTAACTTAATTAGCAGTAATT 

TGG ATTGGGCTGCTTC C CTTC AGC AGCTTGT AAAGGGAT AGAGGCTGCTG 

GGTGAACTGAGCTCTGTGTTACCACCTCTCCTGCTCTCCCCACATGTTTT 

TGGTGGTGGTGGTTGCTTCTTTTTGGCCACGGCTCTATCTCCCCAGGTGT 

GCACTCACTGTGGGCTGCTACTGCTCCTGAAAGGGCTCAGGGAGACATTT 

GAGTCCCTTCGTCCACACGTGGGAGGAGAGCACTGATGTCCCCATCCTTA 

AAGTTGTGGGCACAGCCTTGGTGGCAAATCCAGAATGGGATATAATGCAG 

CCATGAGCTCAACAGAGCGCTCTTTTATTGAGTTTTGTGCATAAAATCTG 

TGTGTTGTTACCACATCCTCATCTGGTTCCAATGGTGACTTGCCACACCC 

GGACGAGGTTATCTGTGTAGCCAGCAAACAGCGTCTGGGGAGAGAAATGG 

AGGAAGTGGATCATGAAAAGATAGGAATCAGCCCTCGGTGTGAACGTAAA 

AATCTCAGAAGGCAGCTCCCAAAGCGGAGGTGCTGGAGGAAGGTGGGAGT 

TTTAAGGCTGCAGGAGGAGCAGTGAAAAGGGAAAGGAGAAGGGGATATTT 

CTACCTGCCCATCTGCAGACCACGCCAGAGAGGTACACTGGGGAGGCTCA 

GCTTTGCTGCTGGTGCTGATCACCTCCTGCTTCAGCTCATCCACAATGAT 

TTTGCCTTCCAGGTCCTGTGCAGGACAGAAGAGAGCGTGAGGGACTAAGG 

TCCTGCAGGGAGACTGCTGTAGCCAAACCCAACCATTCCAACTCAGAACA 

GGCTCAGGGTGCTCAGAAACAGCCTCTGGGTTTCCGCACAGGGATGCAGT 

CAGATGGCATCGAAGTTTCATCACAGCAGAGTGGTGGCTGTGCCCCACAC 

CACCCTCCCAGTCCAGGGGATGACAGTGCCACCAGCATGACCCATCCCAC 

GTAACCAAAAGGGCTCTGCACCAAGGCATCTGTGGGGCAGGGCGAGGATT 

TCGACCACAACTCTGCCTCCCAAACCCAACAGGATAAGGGAAGTGATTCT 

TTAGGAGGTAAATAGGGATGTCACATACCCAGATCTTGATGCTGGGGCCG 

GTGGCAGCGCAGAGCCAGTAGCGGTTGGGGCTGAAGCACAGCGCATTGAT 

GATGTCCCCTCCATCCAGCGTGTACAGGTGCTTGCCTTCATTCAGGTCCC 

ACAGCATGGCCTGGCCGTCCTGGGGGGCAGCAAAGAGGAATCACAGCAAA 

CCATCAAACCTGTGGCTTTGTTCCAGTTGTCCATCTAAAACCTTCCAGCT 

TGGAAACAGCACTTGATTTGTGACTGAGATGTGGGTGAGTTGCCACAGGA 

CAGCAAGAGGCACATAACTGAGCTGTGAGAACAACAGAATAAGCTGCAAT 

TTGGCCTCAGCTTTCCCCCAGGGTGTACCTTGCCTCCAGAAGCACAGAGG 

GAGCCATCAGGGGAGACAGTCACTGTGTTCAGATATCCCGTGTGGCCGAT 

GTGGTTTGTCTTCAGTTTGCAGTTAGCCAAGTTCCAAACCTAAATGAGGG 

TAAACGTGACAGGCTCAGAAATATGGAGGAGAAAAAAAACAACCCTCTCA 

TGATCACTGCTC.AAATATTCCCCAGAACGCCGCACAAACCCCAAAGGAGC 

TGCTCCTCTCACCTTCACCAGCTTGTCCCAGCCACAGGAGACAATGATGG 

GGTTGCTGCTGTTGGGGGAGAAGCGCACACAGGAAACCCACTCAGAGTGG 

CTCTCGTCCTGAGGAGAGGAACAGCATTGGGTTGAAAGCAATGAAAAGCA 

TCCCCAGTCCGAGCTGCTGCATCCCACTGCTCCCTGAGCCCCTCATAATT 

GCAGGACGTGTCCTCAGACCCCCCCCAGAAAGAAAGGTCAGCAGGCACTG 

TGTC A CTTCT AATC AT^^yrfe^jR^WR^^.'^NT'tR^S^^^Xc G G ATC A 

AAACCAACAAATCAAAGAGAAcATGGGGGAATACGGACTCAGAAACAAGCA 
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" gtggtttttg aggg aaaatgc c gggggggggggggggggggg at atgcc c 
tgagagatttagggtctgttttggtaaggaaagcctccagcaatgtgtgg 
gctgtgtctttgttctctgtggggaagggaatcatccaggctcagtgctg 
agttgtggctgata.agaggatttattgggagcaacggtgggattggtatc 
agtcatccct.aa.tcctttccttctctttcccaccttgctgcctccttccc 
acaggacatcaagggcacttttatcaggtcagtgactttgtttgcatctt 
ttc actttgaataacttttct'l 1 1111 1 aatgtcaaaaaagc atttgagc 
ttttgttttaaatcctgtgtgatgggtacagttggggcctggtaatgcag 
gggaaagctgtgtcctaacttttgggtgatggaaacttctggctgatggg 
gtgcaaatgggatctggggaacaacttgggaaaagacttgggaacttggg 
aaacaactctggggccatttgggaaaggggaagggtggggaggagatctc 
ggccctgatttctggaagcgtgggtgtgcccatgcagacctcatgctata 
gcgaaactcctcactctggagaaacgattctccccatcctgtcagacaaa 
tgggcagcgctgggagttctcagccatgctggacgcacgtggctctaccc 
cagctctgtctgctggctgagggagggtgggggaggctggctgcaccagt 
gcaaccagtttggccgatccatgcgttgctctggtttttccagagctgca 
tgcaggccgcctcacttcttttctgctgctgaaattctctgctttcctcc 
tttccccccacccaaaaaagatgtgagaacatcaaattccaggagcccga 
gatggtgctggtggacgtggggaagaaataccgcaactatttcctgcagg 
atgtggtgatgagaaagatggagaaagccttcagcaaagttccacagggt 

GAGAGAGTCCTCTTCCTTCTACGTGGGATGGGGTTCCCTCCACTTGGGAT 

GGGATTTCTCCAGCTCTCTTGGGGTTCTCCTTCCATCTCTGTGCTCCCAT 

GGTTTGCAGCCTGATGATCCTTTAGGAAAAGCAGCATCCCTCTGTTCTCT 

CTGTGCTTTTCCCTTTTGCCTTGTCCTGGGTTTTCCCCTATTGTAGCTCC 

TCCATAGAACTGGGGTTGATGTGGATCTGGATTCATTATAAAGGAGGGAT 

GACTGCCTCAAACTCAGCATGGTGCAGATACGCAACCAGATGAGGATTTA 

GGACTGGGGTGCAAGGGGGAAAAAAGTGCCAGGTGACCCCCTAACGACCC 

CCGCTCTCTGCCCTTCCTTCCAGCTGACATCACGCTGGACCCGGACACCG 

CTCACCCTCGCCTCAGCCTCTCCCTGGACCGCCGCAGCGTTAAGCTGGGA 

GAACGACGCCAGGAGCTCCCCAACAACCCCAAACGCTTCGACTCCGATTA 

CTGCGTCCTGGGCTCCCAGGGTTTCACCACAGGCCGTCACTACTGGGAGG 

TAGAAGTCGGGGGCAAGAAAGGTTGGGCGGTGGGGGCTGCACGCGAGACG 

GCTCGACGCAAAGAAAAAACCATGGGGCCTCATCAAAAAAGGGAGATCTG 

GTGTGTTGGCACCAATGGGAAGAAGTACCAAGCGCTGACGGCCATGGAGC 

AGATGGCTTTGTCACCCAGCGAGCGGCCCCGGCGCTTCGGTGTCTACCTG 

GACTATGAACGGGGTCAGCTTTGCTTCTACAACGCTGAGAGCATGACCCA 

CATCCACAGCTTCAACGCTTCCTTCCACGAGCGCATCTTCCCCITTTTCC 

GAATCCTGGCTAAGGGCACTCGTATCAAAATCTGCACCTGATGGCCCTCC 

AGCTTCTG A ' l HU H 1 T' l CCCTTTTTCCCCCCTGCCTCATCCTTTGGGT 

CCCACTTTGGGACCAGACGCTGCACTTGTTGTCTCGCACCTGCTTGCTCA 

CAAGGCCTCTTCCCTCCTCTCTCCTGTCCCAGCCTCTGTCCACGTCCCAA 

CTCTTCTCCGGGGTC GC G ATCC C AGGCTGGTTTGGTTTGGAGAAGGGATC 

CAATCTCCTTGCTGGAGGTTTTCCCTTCAGCTCTTGGTGCTATGGGCTCC 

CCTCTGCCTTTCCCAGTCCTCGCAGCAGCTTTCCAGTGTGCTCTTCCCCG 

TTTTGTTTAAAGCCTGTGGTCGAGCTTTGCGTTGTTTGCCCTCTTTGGAT 

GCAGAGCTCGAGCTGAGGATGCTGGGGTCTGTACATTGTGACACGAGCAC 

TGCTTGTGCCCTCTTGGCCATTGCTTTCTGAAAGTCACTCAGATGCACCA 

AGGAGCCTCATTTCTTTTTATTTTTCAGTTCTGGGGCACAACCCTCTGCC 

CACCTCCCACCCAGCCACCATCTGGACCTCAAACCTTCCACGTTCTCCTA 

TTCTGCCACTTGTCC.^ECTg^SCUH-HttMPGtOEMSMlI (IKHUIfR'ZlBn'GGGGG 

TCTCCAGCTCTCCCTCTGCCCCATCATTCCCTCGCC.A.ACCATTTCTTGTG 
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. AGAGGAGGAAGATGAGCTGGGGGAGGAAijAGCTGGACGTGGAGCAGGAGG 
AGGAGGAGGAGGATGGAGGCGGGGAGGAGGAGGAGGAGGACGACATGTGG 
AGCGAGGAGGAAGACkjATGGAGAGGTGTGGGAAGGTACTGGGGGTCGdTT 
TGGGCCTGCCCTGTTGAGTGTCTTTATGGATGAGTGAGGGAATTGGGTGG 
ACCCTCAGTCAGTTTGCAGATGATGCTAAGCTGGGGGGGTGTACTGATCT 
GCCTGAGGGTAGGACGGCCCTACGGTGGGGTCTGGACTGGGCCCGATGGG 
CTGAGGGCAATGGGGTGGAGTTCAGAAGGACCGAGTGCCTGGTTCTGCAC 
TGAGGTCACAACAACCCCATGCAGCTCTACCTGGGGTAGAGCGGCTGAAA 
GCTGTGTGAGGGAAAAGGATTTGGGGGTGAATATGAGCCAGCAAGAGGCC 
AAGAAGGCCCATGGCATCCTGGCTTGTATCAGAAATAGAGCAGCTAGTGG 
GAGCAGGAAGTGACTGTCACTCTGTACTGGCACACCTCAATGCTGCACCC 
AGTTCTGGGTCCCCTCTCACTACAAGAAAGACATTGAGGCCCAGTGAGGA 
TGGTGGGGGTTGGACTCAATGATCCCTGAGG1 1 1 1 i 1 CCAACCTTGATGA 
TTCTGTGATTCTCAGACCCCGTGGAAGAGGAGCTGTGGGATGGAGTGGTG 
CAGGGAGAACTCTACTTTGGGGACGATGATTATGATGAGGATGTGATGGA 
GGAGGATGTGGAGGAAGAGGAGGAGGAGGAGGATGAAGCGCAGAGCCCTC 
CGCCCCCTGTCCTGCCTGCCCGCCCTCGCCGCCTGCAGACCTTCACCTGC 
CCCCAGTGCCGCAAAACCTTTTTCCAGAGGAATTTCAGACCCAACCTCCA 
GTTGGCAAACATGGTGCAGATCATCCGGCAGCTCCACCCGCACCCGCAGC 
GCCTCGCGCCGCCCGCCGGCCCCTCAGCCTCAGGGGGTCCTGGGGGGAAC 
CCAGGGATCCTGGTGGCAACAGGAGOTCGGGGGTGTCCGAATCTGTGCGA 
GAAGCACCAGGAACCCCTGAAGCTGTTCTGTGAGGTGGATGAGCAGGCGA 
TCTGCGTGGTGTGCAGGGAGTCACGGAGCCACAAGCATCACAGTGTTGTG 
CCCCTGGAGGAAGTCGTCKTAGGATTATAAGGTGGAGTTTGGGGAAGGGTC 
AC GGTGGG AT AGTGGGTGACKjTGGGGTTTGGGGAAGGGCTGTGGTGGAGA 
AGGCGGGGTTTGAGGGAAGAGTTATGGGAGAGTGGAGGCTTGAAGGGAAA 
GTGAGGTTGGGATCAAGCTAGGTTCGTCTTGCTGAGCTGGTTGGGTTGGA 
GGCGTGGGAGGCTGGGAAACCACACACTGCAATGAGGAGGTGGAAGGGTC 
TGGGTACCCATTTTCTGCTTAAAAACACCTTCCCAGCACAGTTCCTCAGA 
GAAAGCAAAAGGGAAGTGGCGTGAAAGTTGGCTCTGAGGTTCCGTTTTCA 
GCTCTGCCACCAAATTAGGGACAAAAAGAGGCGATGACAGAGGGGATTGC 
CCCAGGCAGGGTTTGCTGAGTTGTGTTTCCTTCCCTCAGTACAAACTCCA 
GAGCC ATTTGGAGC C ACTGAAGAAGAAGCTGGACGC GGTGCTGAAGC AGA 
AGTCGAATGAGCAGGAGAAGATCACAGAGCTGAGGGTAAGAGCTGAAGGT 
TTCTGTGCTTCATAGAATCATACAGGAGAACCATCAGGGTTGGAAGAGAC 
CACAAAGATCATCAGTTCCAACCATCACCGCTGCTGGGAGTGTGCCTTGG 
TGGCTGAGCAAGGAGAGAGAAGCTTTGCTGCTGCTCTGAGCTCTCACGGA 
GGCATCATATTCCCTTTCCTGCAATTATTGGGCTGTGAGGGCTTGGAAAC 
GGTTTCCCAGTTGAATTAGAGCTTAATGAGAGCTTTGTGTGCCTCAGTGT 
TGAGTGGGAATTGGTGGTTTGGGAGCTGGTATTCCTCATTTGAGTTGAGG 
ATGCTCTACATCTCTAAACCTGTGCAGACTTTGCTCAGTTCTGTCTGTGG 
TGCATTCAGGAGATGCGTAAGCTTATGGTGTGTGGTGAAACTGAGAGAAG 
CATAGCACAGCAGCCCAAAAATGAGCTGATCTCTCACCTCCCCCTTCTGC 
AGCAATTCCCCTAATGCTTTTCCTCCCTCTGCAGGAAAAGATGAAGCTGG 
AAATCAAGGAATTTGAGTCTGATTTTGAGCTGCTCCACCAGTTCCTCATT 
GGGG AGC AC GTGCTGCTGCTGC AC C AGCTGGAGG AGC GCT AC G AG AGC CT 
GCTGGCCCGGCAGAGCAGCAA.CATCAGCCAGCTGGAGGAGCAGAGTGCAG 
CCCTTAGCCGCCTTATCACGGAGGCAGAAGATAAGAGCAAGCAGGACGGG 
CTACAGCTGCTCAA.GGTCTTCTTCCATCCCTTTCCTTGTCTTTATGGCAA 
AGCGATAGCACGATGGTGGGA^^J^ 



AGAGAGTGCCTTTAGTi^GTGGuCTG^GT 
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aagataagcacttggtcagatttc£ctcaiaaacaccccaaaacggcggc 
cctggggtgtgtttctgtattaaagagccctcagtgga^tgg l 1 1 it gca 
ggg€tgtggtcgaatfageaaagcatcaaaggaaggagagggcagtaatgt — 
tgc aaagggctg ac ggc ggtggttgc aaagagggaggatggggggggatg 
cgccaagcaaagggtggcgtgggttcacccgcagggatgcactgcgccct 
tggctccgggttttgggaccgtaccttgtactcctgggccgcctggtggg 
cagggagcacagcgtgggagcggtgcgcctgggacgcgtcgcactgcgcg 
cagataggctcttggtcctctgtgcagaagagcttcagagcctcgcggtg 
ctgcttgcaccaacccgaggaatgcaaactc agctgc cgggcgatgctgg 
cgatatttgccagctctctgctggggcggaaa1 1 1 1 1 gtgcaacgccgtt 

ttcctgcactgcggacaggggaaatttccctccagcccttcccagcagcg 

ggcgatgcactcccggcagaagttgtggccgcaggggatggagacgggat 

cctggaagtaacccaggcagatggagcaggaggcttcgctctgcaggctg 

tccaaggggctctgcgtggccatgggcttcctgctgggctccgatccgca 

gagggaataggggacctitcctccttatctcctcgctgataggagaaatc 

cggccccggaggctgagcctgagccaaacagggctgggagagctcagccc 

ataggggatgctggtgggaatgggggcagctcgcggctccccagcacgga 

gtcaccaaactggggggatctgggggaaattcggaggaaaagtcagattt 

tgtcctctcctcgagcagcaaagagggcaggggaggcga1 111 1cccttc 

tgtgcgatcactgtaaggaatttccaaagaaaacgcatggaggtctgctt 

gttgggatggaatatagacgtatattggaataaatacaggaagacgttgg 

aacatgggaaggcactgagatataagcgtgctgtgttggatatgactctg 

ctcgactaaagtgaaggtggttttaatagcactgctcagagccaggcggg 

ttttggtgttgtttggggggaattacgtgggtttggaattgggaaatatg 

agacggaaaaataagaataatggaagcgcccaacgtggggctcgaaccca 

cgaccctgagattaagagtctcatgctctaccgactgagctagccgggct 

gatgggcacgcacccttctaagcaatacttcatggtgatcctgcggaggg 

gtgctaataattctacctaattattttgttaattatcccggtaattatgg 

gttctgagcaatcgcgaatccacggggaagagctgcatggggaaaaagca 

cctatccctacgggaatagccgggaactgcccggcagtgctgcagggcgg 

ggg aaag agggg aaaagc agg aaaaaaatgggc aaaatggaac gttt aaa 

agtggagaaattaacagtgaaaaaaatgcaggaagcgtaaaagtaaaggc 

tgtgtttctgcccggtttcgaaccggggacctttcgcgtgtgaggcgaac 

gtgataaccactacactacagaaacgcgctgaaggccgcttcgccgcacg 

gagatgtgaaggggcgaatgccggggctcggtgcggagtttgcagatagg 

ggccgctccgggccgctcccgcgccggttccggtgagcacagagtgcagc 

gggtg ac aaaatgaagggaaaaatgtaaaactgatgctc c cgaatcgagg 

ctcgaaccgccattgtccgactgacagccgcgcgctctaccgactgagct 

acccggagacagagcagccggaagtcacgcccccgtagagcgcccacccc 

gttgcctagtgacaggagcgccgcttccggtcaagtgatgagcggagggg 

gcgtggcttgtgtcagataggacggaagttccggtcaggtggtactggaa 

agggggcgtggcttgcggcaaaggggacggaaagcggaagtgctgccgtt 

ggttggcggagttcgcaccatagaagaacgacggcggcggtgggagggcg 

ggaggtagagcggtccccggggagagtgctgacgggagcggcgaggcccg 

aggagggagcggagcttacgggggagtgcggagcctcgaggcgggtccca 

gcgcttcgctgtggggcaggagaaaggcttcggggcaggaggaagagggc 

ctccsggccvvsscsatggaggcggtgggcgacgatggggcgtcgtcgggg 

cggctgaacccggtggagacgctgcaggaggaggcgatctgcgccatctg 

cctggactacttcgtggagccggtgtcgatcggctgcgggcacaacttct 

gccgggfgtgcatcgcgcagctgtggggtggaggagaggctgaggtggag 

GAGAGCGGCGGGGCf§«^e?i^RfeW5SM^<»R»^^GCTGGAGGA 
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• AACACGCAGGGCTCGAAGCTGAAGCTCT-GGGGGTTCTCGGGGAGGTCCTG 
TGGC AC C AGTTGGC CGCGGGCTTGTTTTC GGTCTTC AG AG AG ATGG AQGT 

TGGGXjTGAGCGGTGGtGGGGTCCATGGTGACGTTGGCTGTGGGACATGAG 

GGGGAATGGAGGTAGGATTTAGGCTTGGGGGGAGCTGGAGAGGTTCCTCT 

TCCTTCTGTCCTTTTCTCTGGGTGCTTTTGGACATGGGCTGGTGGTGGTG 

GTGGGTTGATGGTTGGGCTGGGTGATCTTTGGGGTCTTTTCCAA.CCTTTG 

TGATTCTATGGGGTGTGTGGGGCTCCACC AGCC TCAGTGTCCCCCAGTAG 

AGATGTAGGAGAATGGGGAGAGGACAAATTTTAGGGCAGCATAATGCGGG 

AGGGACAAAGACATGGGAAGGGGACAGCTTGACATTCACGGAGGGGAAGG 

GGAAGCACAAACACTGTTAGGTTTTGCCTTGAATCTGTTACTGGCTTTGT 

AGGACCACCAGCATCAGGATGCTGTCCCCATTCCCTCCCTTCCCTGTGGG 

ACTGCGTTG1 1 1 1 i'lCCCAAGAAAACCACTCCCCACCCCACATCCACCAC 

TGCTGACATACCTGGCTCTTGCAATTGAAACATCAGGCTGTCTGAAAAGG 

AGAACAAATTCACTGCATTGGGTTTATGCTTCAGGAAAAGGGGCTGGGAG 

ATGGGGAAGGGAAACCATGGGGGTCTGGGGGCTTCGCAGTGCAAAAGCTC 

TGGGTTTACTGCAAGAGCCCCACGACCCTCCCAGACCTGGAGGAGACCCC 

GACCCCATTCAGTACCTTGGCACTTCTGCAGCGTCAGTCTCACCAGGACG 

TTCTTCTGAAGGAAGTC CT C C AAC CTTCTTTC C AG AGTGGGGGAAATCTC 

TGCTGGAGGGCTGAACTTCATCATCTCACAGCTGCAAAGAGAGGAGAAGG 

GTGGGGATGGGGGGACTGTTGC GTTGGTTGGTTGGCTGTTC ATTTT ATTC 

TCAATAGGAGAAGCTATGGGGTGAGGATATTTGCACAGGGACGAAATCCC 

TTTCCCCCCTGGGATCCCTCTGCCTTGCAGCCCTCCCCCAGGGTGCCATC 

CAAAAATCAGGGTGACAATAGGAAGGAGCCATGTTACCTATTCAAGAGCC 

TC CTGATGTC CT AAAGGTGGGAGGAGAGAGGAGAGATGGATC AGAAGAGG 

AGCACCAAGGGCTGCCCCTTCGTATGGCAATGCACAGCAAAGACCACCCT 

GCCCACGGTGTGATCCCCCCCAGCAGCAACACAGGGAGCTCCCATGGGGT 

TGAGTTrGGGTTCTCAGGGTTTGCTCTGTCCCCCCATTTCCCACCACCCC 

TTTGGGTTCTCACCAGCAGGAATTTGCTGTCGGGCTGCTGGAATTTGCCC 

TCCATCTCCCAGATCAGGGTGTCAAGGTGGGACATCTCCTCCATCACCTT 

CGTCACCGCATCCTCCTGTACTTTGGTGACGGCTCTGTCCAGGTCTGCCA 

GCTGGACCAGCAGGAAGCGCTCCTTCTCCTTCAGAAATCGCTGCAACTGC 

TCGAATTCACACACTATCCTCTTCCCTTCCTTCTTGGTTTTCTCCTGTTG 

GGATGAGGGAGAAAGCCAATGGGGTGGAATAGAGGCAGGAAGACCCCCCC 

TGGGGTCTCAGGATGCCGTGTTCTGGGGGATATCCAACCAAAACCAATGG 

GGATGT AAC AC C AATGC C AATGGGAGC AC AAC ACTAATGCC AATGGGAAT 

TT ATC ACC AGTGCC AATGGGAAC GT AAC AAC AGC GCC AATGGGAAC GT AA 

CACCAGTGCCAGTGGGAATTTATCACCAGTGCCAATGGGAACTTAACATC 

AAAAAGCCAAAGATCATCTTGCTGGGCATTTGGGAGCAGCAGGAATTTTT 

CAGGAGTTTTATCCCAAAAGCAAAACCAAAGGAGGGGGTAGGAGATGAGC 

TCTGTATGAGGGATATTTACAGAGTTTAGGAGGATCTGCTACGTTATCTC 

TTT AAC AC AGGGGTTC CTGCGT AACC C C AGCTGAT AAAC AC AGC CTT AGC 

GCTTTCCCAGCCCAGCTGCGAGCCAAAAATGCATGATCTGCCCCCAAAAT 

ACACCAAAACAAACAGGACAGGGCGGAGGGGAAGGCAGACACCTCCCCTG 

CTGCACCC ACCAAATACAAGCCCGTCCTTCCACCAGTCCTTCTGCTTTCC 

AGGTACTTTTCCCTCTCCTCCTTTGAAGCCTGGAGGCGAGCCTGAATTTC 

TTCCTGTGCCAAAAGAAGAAAGGCGGAAAGCCTGTTTTCCCACTTAAACT 

GCTTCTGTCAGATGGGAGAGGCTTTGCTAAAGCCTGGAATCCTCTGCAAG 

GTGCAGAGCTGGGCAGAGGGAAGCTCTGTGAGCACGGTGTGCTGCTCTGG 

AGCTCTGTGCAA.GCTGGGAGTATTTTGCAGAGAGAAAA.GAGGGGAGAA.GG 

GAAGGAAAAACACG^TJ§§i(|ifei^gi^ 

TGC.AACAAAAAAATCAGCACTGACAGCTGCGCAAGGaGGTGTGG.AAGGGC 
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■ CAAGAAGGGCTCTGTGTTTTCCTGCCTGGSRTCTGAGCCCTCCCTACTGG 
GGCTGAGCTTTC CTTCTGATGC AG AAAGTGG AAAAT AAAGAGC AGTGGSA — 
CTGGAAATACCAGGGGGGACTCATGAGTGGCATCCCCCACTGGAGGAGCT 
C AATGGTGAGCTGGAATC CTTGCTAAGTTTTATC G AA.TGTGGGGGAC AGG 
AGGAAGAAATCAAACTCAAAAAGTCATGAACAGGTGGCTGTGAATTCGGG 
GCAGAAAGCTGAGGGCCCTAAAAGCACAGGAGGCAAAAAGGATGGAGAGA 
AACGACCCTACTGATGACACATCGCTGCCCAGCAGCTGACACCTACCAGA 
TCCTCCAGGTTTGGGCACTCCAGGGCGCTCTTCTTCCTCGGAGACTTTCT 
CTCTCCTCCTTTGGAAACCCCTGATATCCCTCTGAGTTTCTTCCCCAGTG 
AACCCACAGA^CCTGTTGTTTTCAGCCCTTTGATGGGGTTGGGGTTTTCC 
CTTCCTGTTCCTTCCCAGTCTGGGGTAGAGCTATGGGATGGCTGCGTTGA 
GCCTGCAGGTCTGCTCCTGGTGGCACCCTTGGCAGGGCGTGCTGGGAGCT 
CTGGGTTTGTCCTTTGTCTTTCTCCCAGTTCCTT GTCCC GGGGAGATGCT 
GAACAATGTCACTTTGCAGATTTTGTCAGCTTCCTTTTAGGATCGAGCCA 
TCGGGAGTGGGGTT AGGGGGTGT AT ATGGGGAAAC C AT AAGGAAAT AGGG 
AAGGAGATGCACAGCCGGATCCTTGTGGGGATGTGGAGGAGCACAAGTGA 
GGATCTTTGGGATTTGAGTGCTCTCTCAGCCCAGCACTAACACAGAGCAC 
TCACAGCCCTGGCTCTGAGCTCTCGAGGAAACATTTCCAACCATTTCTGC 
CCCACTGTCCTTGTGTTGAGCCCCATGG CCAAA TACACATGCCTAGAAAA 
TAAAGCCATGCATTACATATGTATTTAATTTTTGCGTGGCAACCACTGAG 
ACCCAACTGGAGGAGATAACTGCCATTCACTTGGGCAGGTTTGCAGGGGT 
GAACTGCACTTCCAGCAAACCCTCCCTGTTGGGAAGAGCCACAGGGATGG 
ATGGCACTCTGGGAGCTGAAGAACTGGAAGCAAACTCCCTGCAACCGCTC 
CCCTGGGGCACAGAGCCTTTCATCCCAAAATAAGGCGTCCATCATTGAGC 
AAATGAGTCACACCGTTGGGCAAACGACTTGCATTGCATCCCGAAAAGCA 
TTAATTGCAGAGCCTGGAAAACTAGCTGGGCTGGAAACATCTGCATTGCA 
GATCTACGGAGCAGAATAGACCCTGAACAGATCCTTCACCCAAATTCCCC 
AGCAGGTGGGACCAAATGGCAGCGATGCGTGGGGCTGAGGAAAGATACCA 
ACACATCAAAGAGCAATATTGAAATTTCAGCTGTAGGTTTGACCTTTGGA 
GGTGGTGAGGTGGGGCTTTGTCATGGGATACCCACTCATATCGCATCTGC 
TATTCTGAGCCTGATGTCGCCTGCTCCCTCCCACCCTCTTTTAGTTCCTC 
TTCTTGGTTCTACAATCACCAACCTGTGTGTATTTTGGTGCTGCCTGTTC 
CTCTTTTGGGCTTTCTCAGAAGAAAATGGGTTTTTGAGGGAATCCATTCA 
GGTGAGTCCTCACCCCAAGCAGCTCTTCTTCACTTTGTTGGCCCAAAGCT 
GACCCAGAGCCATACACCCAAAGCAAACCC AGAG CCGTACACCCATAATG 
AGGCAGG AAGTGGAGTGTGCAGAGCACATCTTTTAATTAAAATTAACTAT 
CAGAAACGTAGGCAGAGACCAGCTCCCCACACCAGGCGTTGCTATTTGCA 
GTGAAAGGCCGCATACCTTTGCAGGACACCCCAGATCTGCCCCACGATTG 
ATGTCAAATAGATGCATAAATTTCCTTCCAAGTCTTCAGTGCTCTCTGGT 
GGTTTCCCCACCCTGCAGAGGGACCGCCCCGGGGCTCCCAATGGGGACAG 
AC AC AGGGC AG AGC AGC GGGTC CC CTTGGC AC ATTGCTCC AAGC AACC AC 
AGCACACATCCCATCAGATGCCCCTTTCATAAAGGACATCTCAAGGACAG 
ATCTTTAGGGGAGATCTAAACCCAACCCAATCCAAATGGGACATCAGCTG 
CCCACTCGTGGACTGCTCCTCTGAGGGGGGATTTTGGGTGATCTCTTGCA 
AGCGAGCCCCCAGCCCTATCTTGAACAAGGGGAGGACCTTCTCCCCATTG 
AACAAAGCCCTGGTGTACACCAAGATGGGGGTGTCATCATCCGAGCTGAA 
GAATGCCACCCGACCCCCTTCGTAGTCCAGGGAGACCCGAATCCTCCTGG 
GAA.GTGCATTCAGACGTAGGTTGGCACGGGGAGACGTGAGGGAGTGGTAG 
GCCTCCAGCGCCCAGACACCCTCTTTGGGGCTGAA.GCTCATGGGTCCCTT 
CCTCTTCATCGAAGCCEUlCaCECDR.BEBBGCA£EII<EN3QREQIE{?5)CCCCTGTC 
CCACCTCCACCTCCCAGAAATGCCTCCCCGAGGTGAAGCCCTGGCAGCCC 
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AeAAAGATGAGCCCCeCITCATCA^-ATGAAAAAATGCCACCGTCCCTCC 

AGCGJTAGTCCAA.GTGGACGCTGACCCTCCTGGGCACCCAGCGCAGAGCIA 

ACAGGGTCACCTTGTGGGTGGTGAGTGCCCGGACCTGTCCCCCCCATTTC 

TCCACCCCCCAAA.TCCCCCCTTTGGGACAGAGGCTGAGTTGACCCTTCCG 

AGGGATGGATTCTCGGGCCACACCGATGGCCCAGTCCCCTTCATCCCCCA 

CTTCCACCTCCCAGCAGTGCCGGCCGGCAGAGAAGCTTTGGTGGCCCAAA 

ACAAAGGGCCAGTAGGCGAATCTTTCGGGGTTATCAGGAAGGTCCTGTTG 

TCCTTCCCCACGTTTCACACTCTTTCGGTCTTCGGAGAGGATGAGGTCAG 

GGTGAGGGGTGTCGGGGTCCAGGGTGATGCTGGCTGTGGGGTGGAGAGGA 

TGAGGAGTGTAA.GGTTTGGGTCCTCGGTGGTGAGGCCATGAGGATGCGGA 

GAGCTTGGATCTCCAGCACTAAAGGAGTTGGATGTGCTCTAGATGGCCCC 

ACCTGAGTAGGGTTGTAGGGTGGGACCGTCCCTTCCAJlCCTCAGCCATTC 

tgtggggccatgggttggcatcggaagggtaaaaagtaccaaagaagaaa 

gtaaaaaggtgagaggtggaaacccctctcatgtgcccgtgctatatgac 

aataaaagtgttttgagcccccagaatgcccagaaataaaggcgtttctg 

cagaccttctgttccattggtcaaaagaaatggtgaggggaataaaaatg 

gaaggaaggagatctatgggatattacctgcaaagtctgcagtgcttcat 

ctcctagaccaacccggaccagttcagccaaccccatggtttaaaaaaca 

gagctgaaatctgaaggcagggataatgaatgagttcaacccgctcacca 

tatttgtttatgggaaatggatatttatcaaggcgagggatctgccctgg 

ggc c atc atcc c aaattac agcc agactcggcctgc agggtgaagaaaac 

ttgtttggctgccctgatttttgtgtattcctccctcggcatctattttt 

gtc c atttgggtac agcct atgggtcc aggc gc gcct cc at ctaac aggt 

AATGCGGCTTTAGGTTCTCATGCTCAGCAAAAGGCACTTTTAGGAAAGGT 
GAAGCTGGAGGGGTGCAGAGCCGGAGAGCAGCCCGTCCTTCACCCCTGAG 
CACTTCTCAGGAATTACAGCAAAACGTGTAATTAAGAGTGGCAAACGGGG 
TATCGAGTCCTTCGGGTCTCAATTATTTTCCTGAGTGGGAATAACCCGTT 
GCTCTTCCATCTCTCTGCATTATTCTGCTGCAGAACGAGTGATGGGCTGC 
TGGTTTTCACCAAAATACCACCATTTCCCACCCGAAACCCTTCTGAGTAC 
CTTGAAGCCTCTTCAGGGTTTCCTTCAGAGCACCGTTCCTCCATGAGGAA 
TGGCACAGCCTCTCCTCCGGCCCTGGAGAAGCGCCC GCTG GCAGCTGGAA 
GGTCACTTTTCCACACCTGGAGGGGAAATAAATGCATTTTCAGGTGGTTG 
TATCACAGAGCATGCCATCACTTCAGGACAGCAGAGGCCAGCACACGGCG 
GCCATCCCCAAAATACCCTTCAGGGCTCGCAGTTCCCCTGGAGCAGAAGA 
GCATTCATTGATGAGCTTTCTCCTCCATGGTCACTGCCTGATGCAAAGCT 
CACAGAACAGCTTTTCAGAGAGGCCACATACCTGGTGATGGGGCTTTTCA 
CATCCTGGGGACAGAAGAGAGGAGGGGGAGAGGAAACTCAGGTCAGTGCA 
TGACCCATTTTGTCTTTAAAGTATGGAAAATTGAGCTGTTTGAGTGGGGG 
TGGACCTCTTGGGTCTTCCAACATGTGCCCAATTTTGACTTTAAGTCATA 
GAAAAAGTGAATTGTTTGACTGGGGATGGATCTGTTGGGTCTTTCAACAC 
ATGGTCCATTTTGTCTTTAAATCATAGAAATAAAGAATTGTTTGACCAGA 
GATGGACCTCTGGGGTCTTCCTCCACGAGGAAGGTGAACCAACTGAGGAG 
CATCCATGCACGGCAATGAATCCTGCAGATCCACCCCACTGCTGCTCTCC 
CAACCCAGCCGTGGATTTCCCCTCTTAAAACAGACCCCATGAGGACCTTC 
TGCAGTAAGGTGAAAATACTGGGAATACTGAGATGAGGATAAA.A.CGGTGG 
GGGGAAAGAGGAGGCTGCAAACCTCCATCTCCTCATTGTGGTGGGGGTTT 
CAGGCTGATGGAACGGCATAAAATGGGAGGAAAA.CACCCAATTAAGGCAC 
CATGCAATTGGTCGGGGTGGGGAGGACATCCCTAAA.GGACTTTTCCCCTT 
GAAAAAGCTTCCCTGGAGGAATTCACTCACCGACTGCTGGCTCTTCTCTC 

rGGGGGTG 
k GCCAGAG 
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■ tg^atcaacgmca.\tgttggtakaacaccaggttta.actttgaactt 
atc gqc actg ac ggtt ac cttgttc tgcgctggctc atc ac gctgg at ac 
caaggctgatgttgtagatattggtcaccggctgaggtgtttcgattgcc 
gctgcgtggatagcaccatttgcgatagcggcgtccttgatgaatgacac 
tccattgcgaataagttcgaaggagacggtgtcacgaatgcgctggtcca 
gctcgtcgattgccttttgtgcagcagaggtatcaatctcaacgccaagc 
gtcatcgaagcgcaatattgctgctcaccaaaacgcgtattgaccaggtg 
ttcaacggcaaatttctgcccttctgatgtcagaaaggtaaagtgatttt 
ctttctggtattcagttgctgtgtgtctggtttcagcaaaaccaagctcg 
cgcaattcggctgtgccagatttagaaggcagatcaccagacagcaacgc 
gccacggaaaaacagcgcatacagaaca tccgt cgccgcgccggacaacg 
tgataattttatgacccatgatttatttccttttagacgtgagcctgtcg 
cacagcaaagccc<:cgaaagttaacggtttgcccaggctcacaactgaaa 
gactttctacggtgtgcgcgtgcgatgcgcgtagaagactgatttatcaa 
cctgtctttatatcac<}attcattacctgactatttgtgggtaaagttcg 
tagtgcgctgatcgtgcaaaatgattttagttgggaacagttcgcaactc 
tgtcccataaaaatcagcatattcccatctatcccatatccagcgcattg 
accatcgggatactgaagggagattccatcatctcttagaaagatcacca 

TCTCTTTTGTTTCAATTTGCATATAGCTACCTCKjAGGATTTATGAATACA 

aggattttcatc^actattaccatgagattgattttccatctttattcgc 

gagagcagtggaaagcgatgacgatgtgggtactacattgcgcattcacc 

tactttgtgagcgcatggtcgaagcatggatatgcgcatgctgtgactgc 

caagatcctctacgccggacgcatcgtggccggcatcaccggcgccacag 

gtgcggttgctggcgcctatatcgccgacatcaccgatggggaagatcg<j 

GCTCGCCACTTCGGGCTCATGAGGGGTTGTTTCGGCGTGCKjTATGGTGGC 

AGGCCCCGTGGCCGGGGGACTGTTGGGCGCCATCTCCTTGCATGCACCAT 

TCCTTGCGGCGGCGGTGCTCAACGGCCTCAACCTACTACTGGGCTGCTTC 

CTAATGCAGGAGTCGCATAAGGGCATCGGTCGACGGGATCACGTTGTGTC 

CCTGAAGCTCTCCTGTACCCAAACACAAAGGTGATGTCCCCAGCATCCCT 

ATCCCAGCACTCTGGGGGACTCCTATTGAATTCCTCCTTGGGCTTGCTGC 

CTTCTCTTC CC GTTC CC AGAGATCC C AAAAGGTT AAGC AC CTTTGGGTC A 

GTGTTCAGAATTGTCACTGCCAGTTTTGGGGTATCAGTGGCAAA TTGA GA 

CCCTTTTACCCAATCTTGCACCACTCTGGTTCCCCAGTCTTATCWGTTTTA 

GATGGAGTAAAAAGGTTTATATGTCATAAAGTTCTTCTGTGTCTGGTTAT 

TCGCTGCTTCTGGATGCCAGGATCATGGGGATAAGGGGAAAACAATGGGT 

TCTCTTATGCGTAGAGATGCAATCAGATGGGGAGAAAAAGAAATCTTAAT 

CTTTCTGATCCATCTGACAGATATTCAGTACAGCCCTGAGGATGTGGGGA 

AATAAATCTNGR.^GAGTTKGTKGGCAGTTCCAAC<jATTTGGGAATGACTA 

AATCCCATTCCTGGKKWYTGCACAAAGTTGSCTGTGTTGGAACCCAGAAA 

GATCCATGCAAGTGGGTCATCCCTGAAAGCATTGTG TTCT GCTGTCTGCT 

AGCGGAGAGAAAGACACAGAGGGGAAAATTAAGTGTTTTATTGTTAATTA 

TTGTACACTCTGAGGTTTCAAATACCAAATCTTTAACGAGAGCGGACCAC 

TTGATTTGAGGGTGACCATCTCAGATGGGGACAACTGTACCTGATCAGGC 

AAACCTGC^jGGAAATTTGCCTTTCTGCCACTCTTTTGGGTGGGATTTTCC 

CTTTTGACCACCATTTTCTACATTCTAATCACCCATTGCAGCACTTCTCC 

CCC 1 1 1 1 1 1 1 I GCCCCA 1 1 1 1 1 CTCCTGCTC AGC ACTTCTTAACAATATA 

ATATAAATCAATATCATATCAATATGATTCTATGCCAATAGATTAATGGG 

gatgaaagacacataaaaacccaagtcctcatttcatctgcttcccatgg 
gatgggtggggaggtggctgtcccctgaggctgtaggatgtggggtcacc 



WO 99/27132 



PCT/FR98/02501 



23/110 

CCK}TCAGCCCATTCGeCGCCAA<^TGTTGAGCAATATCACGGGTAGCCAA 

CGCTATGTCCTGATAGCGGTCCGCCACACCCAGCCGGCCACAGTCGATfiA 

ATCCAGAAAAGCGGCCATTTTCCACCATGATATTCGGCAAGCAGGCATCG 

CCATGGGTCACGACGAGATCCTCGCCGTCGGGCATGCGCGCCTTGAGCCT 

GGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTCTTCGTCCAGATCAT 

CCTGATCGACAAGACCGGCTTCCATCCGAGTACGTGCTCGCTCGATGCGA 

TGTTTCGCTTGGTGGTCGAATGGGCAGGTAGCCGGATCAAGCGTATGCAG 

CCGCCGC ATTGC ATC AGC C ATG ATGG AT ACTTTCTC GGC AGGAGC AAGGT 

GAGATGACAGGAGATCCTGCCCCGGCACTTCGCCCAATAGCAGCCAGTCC 

CTTCCCGCTTCAGTGACAACGTCGAGCACAGCTGCGCAAGGAACGCCCGT 

CGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTGCAGTTCATTCAGGG 

CACCGGACAGGTCGGTCTTGACAAAAAGAACCGGGCGCCCCTGCGCTGAC 

AGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTCTGTTGTGCCCAGTC 

ATAGCCGAATAGCCTCTCCACCCAAGCGGCCGGAGAACCTGCGTGCAATC 

CATCTTGTTCAATCATGCGAAACGATCCTCATCCTGTCTCTTGATCAGAT 

CTGCGGCACGCTGTTGACGCTGTTAAGCGGGTCGCTGCAGGGTCGCTCGG 

TATTCGAGGCCACACGCGTCACCTTAATATGCGAAGTGGACCTGGGACCG 

CGCCGCCCCGACTGCATCTGCGTGTTCGAATTCGCCAATGACAAGACGCT 

GGGCGGGGTTTGTGTCATCATAGAACTAAAGACATGCAAATATATTTCTT 

CCGGGGACACCGCCAGCAAACGCGAGCAACGGGCCACGGGGATGAAGCAG 

CTGCGCCACTCCCTGAAGCTCCTGCAGTCCCTCGCGCCTCCGGGTGACAA 

GATAGTGTACCTGTGCCCCGTCCTGGTGTTTGTCGCCCAACGGACGCTCC 

GCGTCAGCCGCGTGACCCGGCTCGTCCCGCAGAAGGTCTCCGGTAATATC 

ACCGCAGTCGTGCGGATGCTCCAGAGCCTGTCCACGTATACGGTCCCCAT 

TGAGCCTAGGACCCAGCGAGCCCGTCGCCGCCGCGGCGGCGCCGGCCGGG 

GGTCTGCGAGCAGACCGAAAAGGTCACACTCTGGGGCGCGCGACCCGCCC 

GAGTCAGCGGCCCGCCAGTTACCACCCGCCGACCAAACCCCCGCCTCCAC 

GGAGGGCGGGGGGGTGCTTAAGAGGATCGCGGCGCTCTTCTGCGTGCCCG 

TGGCCACCAAGACCAAACCCCGAGCCGCCTCCGAATGAGAGTGTTTCGTT 

CCTT-CCCCCTCCCCCCGCGTCAGACAAACCCTAACCACCGCTTAAGCGGC 

CCCCGCGAGGTCCGAAGACTCATTTGGATCGATCCGGAATTCTCATGTTT 

GACAGCTTATCATCGATAAGCTTTAATGCGGTAGTTTATCACAGTTAAAT 

TGCTAACGCAGTCAGGCACCGTGTATGAAATCTAACAATGCGCTCATCGT 

CATCCTCGGCACCGTCACCCTGGATGCTGTAGGCATAGGCTTGGTTATGC 

CGGTACTGCCGGGCCTCTTGCGGGATATCGTCCATTCCGACAGCATCGCC 

AGTCACTATGGCGTGCTGCTAGCGCTATATGCGTTGATGCAATTTCTATG 

CGCACCCGTTCTCGGAGCACTGTCCGACCGCTTTGGCCGCCGCCCAGTCC 

TGCTCGCTTGGCTACTTGGAGCCACTATCGACTACGCGATCATGGCGACC 

ACACCCGTCCTGTGGATCTGCCTCGTTGGCCTGCCGCAGTTCTTCAACCT 

CCCGGCGCAGCTTTTCGTTCTCAATTTCAGCATCCCTTTCGGCATACCAT 

TTTATGACGGCGGCAGAGTCATAAAGCACCTCATTACCCTTGCCACCGCC 

TCGCAGAACGGGCATTCCCTGTTCCTG CCAG TTCTGAATGGTACGGATAC 

TCGCACCGAAAATGTCAGCCAGCTGCTTTTTGTTGACTTCCATTGTTCAT 

TCCACGGACAAAAACAGAGAAAGGAAACGACAGA GGCC AAAAAGCTCGCT 

TTC AGC ACCTGTC GTTTC CTTTCTTTTC AGAGGGT ATTTTAAAT AAAAAC 

ATTAAGTTATGACGAAGAAGAACGGAAACGCCTTAAACCGGAAAATTTTC 

ATAAATAGCGAAAACCCGCGAGGTCGCCGCCCCGTAACAAGGCGGATCGC 

CGG.AAA.GGACCCGCAAATGATAATAATTATCAATTGCATACTATCGACGG 

CACTGCTGCCAGATAACACCACCGGGGAAACATTCCATCATGATGGCCGT 
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CCCATCCCGA 


TGCCAGTCCC 


AGTCCTGGTC CCCATCCTGG 


TCCTGCTCCT 


1051 


TGGTTTGGGG 


ACCT CAATGA 


CTGGAACTCC CATGTCCCAA 


CATGGGGACC 


1101 


CACAGTTTGG 


GGTGAGGGGC 


TCTCACCCCC CAATAAAACC 


ATCTGCAGCC 


1151 


CCAACCTCGO 


TCCAATTCTT 


CGTTCCCACG TTGGGTGGGT 


CGGGCTCCCA 


1201 


GTGCTCCCAG 


CCGTNTATGT 


CCCGTAAGCG TCGGCTCCAC 


TGCATAAAAA 


1251 


GAAAAAAAAA 


AAA 
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GTCCCTATTCCCATTGTGTCCTCACATCTGCCATCTCTTCCTGTCCCCAT 

CTATGCTTTGTGCCCCCCATCCCTTACCCCATCCCCACGTGTCCCTGTGG 

TGCCACCTCCACACGTGTCCCCGTGTCCCCACAGCGGGGCCGTGGCGCAA 

TAACACTGTGATGTGGCGCTGCTGCCGGGACGGAGCGACGGCGCTGCCCA 

TCCGTGCCACGTGCCAGCAGAGGGGACAGCGGGTGACGACGGCCGGGGGC 

TGCCGAGACGCCTTCCTGGAGTGCTGTGAGGTGGCACAGAATCTGCGGCG . 

GAAGGGACAGCGCGGGGGGTTGGCACGGGGTGAGTGTCAGCAGTGTCCCC 

AAAGCGGGGAGGGGTGACCTGGGGTGGTGGCGGTGGGGTGTGGGGGAGTT 

GTAGAAATGGGGACCCCATTGGTGTGGGGAGGTTTGGATAAGGGGTCCCC 

ATGGGTGGTGGCACATGGGGACATCCCATAGCCTGGGATCCCATGGTTGG 

GGCCATCCCGTACCTGGGATCCCCACATGGGAGGATGTCCCCCGCTGTCC 

CCATGGCAGTGATGGAGGCACAGCTGGCAGAGCAGCTGTTGGATGATGAT 

GAGGACGTCCCCACGAGGAGCTTCTTCCCTGAGAGCTGGCTGTGGCGACG 

CATCCATGTTGCTGGCACTGCACGGTGTGTCCCCGTGTGTCCCCATGTCC 

CCATGTCCCCATGACTTTGTGTCCCCGTGTCCCCATCTCCCCATCTCCCC 

AGGCTCTCAGTGCTGCTCCCTGACTCCATCACTACGTGGGAGATTCAGGC 

AGTCGCCATCGTCCCTGGACATGGTGAGTGTCACCCCCTCCAATGGCCCT 

GCAGTGTCCCCCTGACATCCCCCTCGTGGTGTCCCCATGTCCCCCACGTC 

CCCAAGTTCCTATGGTGTCCCCATGTCCCCCCTCTCCCCCTCCCCCCGGA 

ATGTCCCTGTGTCCCCGTGGTGTCCCTGCACTGCCCCGCAGTGATGAGGT 

CCTGGCAGGGCTGTGCGTGGCGGAGCCGCAGCGGGTGACGGTGACACAGG 

ACGTGCGTGTGGCGCTTTGGCTGCCCCCCAGCATCCGGCCCCTAGAGCAG 

ATGCAGCTGCAGCCCCTCATCCACAGCAGACTGCCCCGCAGCATCAACGT 

AAGCCCTATAGAGACCCCATAGGCACCCCAGAGATACCTCTTTCCCTCTA 

ATAAATACCACTTTGCTTCCAATAGATAACCCTCCTGCCCCATAGGTACC 

CCTGTGCTCCATACTTGCCCTGCCACAGCATACATACCCCTTTCCCTCCA 

ACAGATATGCGTTGCCCCATAGATACCTTCTTTCTGCCCTATAGATAACC 

CCTCATGCCCCACAGATTCCCGTTTCCTTTCAATTGGTACCCCCTGCCCC 

TCATATATCCCCCTCTACCCCACGGATACCCCCTTAGACACCCGGTACCA 

CTTCTGCCCCATGGATACCCCCTGTGGCACATAGATACCGCTTCTGCCCC 

ACAGATACCCCCTTCCTACTCCACTGTCCCACAGCCCCCACTGCCCCATG 

GCCACCCATAGCCTGGTGGCATCGGGTGACAGTGACGGTGATGCAGGTGA 

CGGTGACACTGTCGGCAGTGGAGGGGGTGTGCGCGGCGCTGGATGGGGTC 

CCCCAGATGCTGGAGCTGCCCCCGGGGAGGGCAGTGGCTGCACCCCTCAC FIGURE 10 

TCTGGTGGCCCTCCACCCTGGGGACATCCCCATCACCATCACCGCCCGCG 

GGCCATGGGGGCTGGGGGACCGTGTCACCCGAGTCCTGCATGTCGAGGTG 

AGATCAGTGGGGTCCCCTCCAGTCACCTGGGTCACCTCTGGGGTCCCTTA 

AAGCCCTGCGACCTCCTGGACATTGTTGTCCTTGTGAGCCTGCGGTCACC 

CTGAATACTGGGGCTGTCACTTTGAGGTTCATGGACACCATGTCCCTGTG 

TCCATGGTGGCCCTGGACATGTTGGTCCTTATGGGATCTGGGGACATGGG 

GTCCTTGGTGGTCCTGGATACTGCAGTTGTCCTTTTGTGGACACTATGTC 

CCCATGTCCTTGGTGGGAATGGTGTCATCCATTCCCGCAGCCTGAGGGAG 

AGCTGCACCTGGAGGAGAGCACCTACATCCTGGACGCAGATGGTGGGTGT 

GAGGACTGGGGGACACTGGGGAAACTGGGGACGTGGGGCCGGACCCTGTG 

GTGTGGTGTCCCTACAGATAAGCGGAGCCGGAGCCTGAAGCTGCCGGGGG 

ACGTCCCTGCAGAGATCGTCCCTGATGGGGACTTCAGCATGAGCATCCGT 

GTCAGTGGTGTGTGGGGATGGGGACATGGGGTGGGGACATGGGGGTGGGT 

ACTGGGAACGTGGTGGGGATGTGGTGGTGGGCATAGGGGACATGGGGACA 

TGGGAGGACATTTGTTGGGGACATTGATGTCCATCCCTGATCATCTCTCT 

GTCCCTATGTCCCCATACCCATGTGTGTGGCCATGTCCGCACGCTGTGCC 

CCTGTGTGTGTCCCCTGGGTGTCCCCACATGTGCTCACATCCTTATTACA 

TCCCCACATCTCCTGTGTACAACCCCGTGTGCCCTGATGTGTGCCCCTCC 

ACACATCCCCATGGGTGTCCCAATGTTCCCATGTCCCTCTGCTCATCCCC 
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TATCCCTGTCCTTCAACTCCCCTCCCATCCCCACACCATCCCCATGTCTT 
CTGTCCCCACACCATCCCCATATCCCCCTGTCCCCCCTGTCCCTGTCCCA 
GGCCGGGTGCCGGGCTGGGCACTGCAGGGCGCTCTGGGGATAGGGGACTC 
TCTGCTCCGCTCCCCCCGGGGCTGTGGGGAGCAGTCCCTGATGTCAATGG 
CACCCACTGCTGCTGCTCTGCGCTTCCTGGATGAGAGCGAAGGGTGGGGG 
CAGCTGCCCCCAGGGCACCGACAGCGCGGCCTCAGAACCCTGCAGCAGGG 
TGAGCTATGGGGCAGGTTGTGCTTTATGGGGTGGGCAATGCTTTATGGGG 
TGTGCAGTGCTCCAAGGGATGTGCAGTGCTTCATGGGGGATGCAGTGGGG 
TTTGATTTGATTTGATTTATGGGTTTGCATTTCTCCTCCGAGGATTGCAT 

CT CT CT AT GGT GTTT GCAAT GGGATGTGCAGT GCT C C AGGT G GAGGT GC A 

GAGCCCTATGGGGGTGCAGTGCTGTGTAGGGGATGTCTGTGGTGTCCCCA 

ATGGTCTCTGATGTCCCCACAGGCTTCGAACGGGTGCAGAGCTTCCGCAA 

AAGTGACGGCTCCTATGGGGCATGGCTGCACCGGGACAGCAGCACCTGGT 

GAGGGGAGCGGGGATGATGTGGGGACAT GGGG AT AGTGAGGGGATGTGGG 

GATGCT GGGGTATGGGGATGTGAGGACAT CAT AGGGAC AT GAGCGGTGGG 

GCCATGTGGATTTGGGGACGTGGTGACACGGTGTCCTGGTGCAGGCTGAC 

GGCACTGGTGCTGCGTGTGCTGGCCCTGTCCCGGCCCTATTTGCCAGTGG 

CTGgCAGCGGCCCCGCTGCGTCCCTGCGGTGGGTGCTGGGGCAGCAGCGC 

CCAGATGGCGCCTTCTTGGAGCACAGGGCTGTGGTGCACCGTGAGATGCA 

GGTGGGTGACACATCACTGCTGTGTGCAATGTCCCCATGCAGGATCTCCC 

CCTGCAATGTCCCCTGAAGGTCCCTGCAGGCTGACCCCACATTACACTGT 

GTCACTCACGTGTCCCCGTGTCCCCAGGGTGGTGTGGCAGACCCCGGCCC 

GGAGGCCACCGTGTCGCTGACGGCCTTCGTGGTGGTGGCCCTCCATGGTG 

CCCGCGCTCTGCTGCCCCCGGACAGCCCTGAGCTGCCCCTCCTGGTGAGT 

CCCATGTCCCCACCCCTGTGTCTTGGTCCTCATATCCATGTGTCCCTTGT 

GCCCCATCCCCCAAATCCCCACATCCCCCATATGTTCCCATACCCTGCTG 

TGTCCCCCCAGTGTTCCCCCGTCTTTCATTCTCCACTATCCCCCGTATTC 

CCATATGTCCCCCTGTCCACCAGTGTCCCCTCATCCCTCTGTGTCCCCCT 

GTCCCCCAGTGTCCCCCACGTCCCTGTATGTCCCCATGTCTCCTAGTGTC 

CCCCATGTCCGTGTCCTCCAGTATCCCCCATGCCTCCCCGTGTCTCTTCA 

TGCCCCACACTCCACGTCCCCACACTCCATGTCCCACTGCCACAGGACAA 

ATCCCTGTCCCGGGCCTCCACGTTCCTCCGGGGCCGCGTGGAGCAGTTGG 

GGACCTATGGGACAGCCATTACATCCTATGCATTGGCACTGGTGGACACC 

GCTCCTCCGGGGCCGCATCCGGCGGTGGAACGTCTGCGGGGCATGGCCCG 

GAGCGCCCACGGTGCGTCTGTCTCTGTCCCCATGGGGTGGTGGCACCTCT FIGURE 10 

GTCCCCATGGCTGCCTCCTGGACCCCTCTGTCCCCTCCTTCAGATTCACT 

CTCATTCGAATCCTTCAATTTTATTCTCCCTCAAACTCTTCTTCTTTGTA 

TTCTTCACATTCATTCCTATTCAAATTGCTCTCCTTCCTGTCTGTTCTTC SUITE 1 

TTCAAATTCTTCTTCAATTTTGTTCTCCTGATTAATTCTCTTAAAATTAA 

CT CT C GAT CAAGTTCT GC AG AT TCGTTCCACTTCGGATGG ATT CTTCTCC 

AAACTGTTCTTCAGATTCACTCTCCTTCAATTTCGTTCTTGTAATTAATT 

CTTCTTCAGAGTGATTCTTCAAACTCTTCTTCATGTTCTCTTCAAGTCCA 

TTCCCTGCACTGACTCCGGGTGCTCAGGACCCCCCCGTGACCCCATATGA 

CCCCATATGAACCCCCCATGACCTCCACAAAACCATATGACCCCGTGACC 

TCCCATGACCCCTCATGACCCCATATGACCCCCCATGACCCCATCCCTGT 

GCAGGTGGCCGTGCAACCTTCTGGCCATCCGGTGGCCCCGCAGCCACGGT 

GGAGGCGACGGGTTACGCCCTTCTGGCACTGCTGCAGAGCCGCGACATCG 

CCGGGGCTGCGAGGGCGGCACGGTGGCTCCGACAGCAGAGCAATTACGGG 

GGTGGCTTCCACTCCACGCAGGTGGGTGGGGGTCACTGACCCCCCGGGTG 

CCTCGGGGTGGGGGTGATTTGATCCCCAGGTACCTCTTTGGTGGCTGTGT 

CCCCAACCTGCTTGGTGTTCCCGCAGGACACGCTGGTGGCCCTGGAGGCG 

CTGGCCCAGATGTGGCTGCACTGGGGCCGTGGGAACACAATGGGGCTGAA 

CCTGGGGCTCTCCTGGCCGGGGGGTGCCCGGGGGAGGGCTGGTGGCACTC 

AGGTTATGCTGAAGCCGGGC^T£G££gC(^ 

GGGkCATGGCGGGATGTGGGUKckfi^ 9 
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TGTCTGGACTTGGTAGGATGTAACATGAAGACACTGGGGACATGGTAGGA 

CATGGGGGACATGAGAACACGGGATGTGGGGGACATGGTAGGACATGATG 

GACACAGGGCTTTGGGGTCCTTGGGtCCTCGCTCTGTCCCCATGTCCCCA 

GQTGCCTCTGGGCAGCCCAGTGACAGTGCAGGTGGAGGGACACGGCGAAG 

GGACGCTGACGGTGGGTGGCTGCATGGACATTGGTGTCATCTCCAAGACC 

GATGTCCCCTCACAACCTCCCCTCATGGTGTCCCCTCATGCTGCCACGGT 

GTCCCCTGCTGTCCCATCATGGTGTCACGCTGTCCCCAGGTGCTCCGCCA 

GTTCCGCCTGCTGTCACCTCCGAACGCCACGTGCCAGGCGCTGCACCTGG 

AGGTGGCCATCACCGGCCCCATCCTGTACCATGGTGAGGCCCCACCCAAA 

GGCCCCGCCCCCTTTTCCTCGCGGGGGGCGTGCCCTCAACCCTGTTTTGC 

ATATCCCAACCCCCAGCAGATGAGGACTACGAGGACTACGAGGACTACGA 

GGAGGCGGAGCCTAAGGAGGGGGAGGAGCCTACGGAAGGGGCAGTGCCCG 

TGGAAGGGGCGGGGCCAGCAGATGACCCCGCCCCCCTCAGCCCCGTGTCC 

TTATGGGATGCCCGTAAGCGGCAAC GCCGC AGCACACATAACCCTGCCCA 

CGAGGTGGCCTTCCTGGTCTGCTTCCGGTGAGGGGCGGAACTTCCTGTCC 

CTGGGGGCGGGTCTTCCTGCTGATGGGCGTGGCTTATTGCTGAGGGGCGT 

GGCCTGTTGTAGGCGGAGCCCAGGGGTGGCACTGACTGGGATGGCGGTGG 

TGGAGATCACTCTGCTCAGTGGCTTCTCACCCCATAGAGCTGACCTGGAC 

AAGGTAGGGGCCCAGGGGGACTTGTGGGACATGTTGGGGGGTTGAGGGGA 

GTTATGGGGTGTGGGGTTTGGGGGTGTTGGAGTTGTTGAGGTGGCAGAAT 

GTTTGGGTTGGAGTCATGGGATATGGGGCTATTGGGGTTTGAGGGTGTTG 

TGATGTTGGGAAACATTGAATTGGGGTTGTTGAGTTTGAGGGTGTTGGGG 

TGTGCGGGTGCAGAGCTGCAGCTGCTGGGTTGGAGTATTAAGGTGTTGGG 

ATGTTGGGGTGTTGGATGGCTTGGATGCGGGTGTTGGGGTGGGCACGTAT 

CTGGGTGCTGCTGTCCCACAACAGCTGCGGGACGTGGTGGATCACTGGAT 

CAGT C ACT AT GAGT T GGAAGGAAACC AGTT GGT GC TATAC CT GG AT G AGG 

TGTGTCCTCCCGTGTCACCCTATAACCCCAGTGGCCCCATGTTCTCATAT 

CCCCCATGTCCCCGTGTCCCCACACCATATCCCATTCTCCCCACACATCC 

CCGTGTTCCACCACGTGTCCTCATTTCTGTCCCTGTCCCCAGGTCCCCCC 

CGAGCGGCAGTGTCTCAGTTTTGGGGCCACCCAGGACGCGGCTGTGGGTC 

ACATGCAGCCGGCAATGGCAGCCATCTATGACTACTATGAGCCTGGTGGG 

TGGGGCCTTCAGTGGGAGGGGCCTAAATGGGTGGTGGTCTTCATGGGTGT 

GACCATTGGAGGAGGCGTGGCCGATCTGACCCCTCCATGCCCCATCCAGG 

ACAGCGCTGCACCGTCTTCTACAACGCCCCCCAAAGGAGCAGCACCATCG 

CCACACTGTGCTCCCCCAAAATCTGTGAATGCGCCCAAGGTAGGACCCCA 

CTGTGACTCCATATGTAGGGCCCCCATCCAGTGAACCCCCACATCCTCCT 

C CT AATTTTT GAAGAT CTGGG GGT GAAATTATGGGGTTT AT AGGGGAGCG 

T GGT T GAGT GAC AT G C AGGAC AT GGAG GGAAC C C AC AC C AAGAACCTT GT FIGURE 10 

GTTTTGGGTCCCTGATGATGTTGGGAGATCCTATTGATGTTGGTGGTCCC 

CAGGGGGGTGTCCCCAAGCCCAAAGGAGGACACAGGAGGTGACAGCTGAT 

GACCGCCATGACTTTGCCTGCTACAGCCCCCGCGTGGACTATGGTGAGAT SUITE 2 

CCCAAATCACTGCACCTCAAACCTGACCCCAAATTGGCTGCATCCCGAAC 

CCCAACTGCCCTAAATCCCATCTGCTGCCCCTGAGTCCCAGAGCTGCACA 

CTGTACCCCACAAGTGGCCCCTGAAGCCTAAAAACATTCACGAGGATTTT 

GTAGTTTTCTCCCTGTACCCCAGTTGTCCCTCTGACCCCAAGAACCCCAC 

AGCTGCCCTATGCTGTCCCCTGCCCGCCATAACTCCTCTGATACAATAAC 

CCCCGTGACCCCATCTTTATGACCTCCATGACCTTTGACCCCCAGCACTG 

GTGGTTCGGGTGCTGTCCCAGAGTGAGATAGGGGCTTTTGTGGCGTTTGA 

GACGGAAATCAAGGAGGTGCTGCTTGAAGGTGAGACTGAGGGTAGTGGGA 

CGGACTGGAAGGTGAGAATGGGAGCACTGGGAGAGGCAGGGAGTACTGAG. 

AGGGACTGGGAATGACTGGAAATTGAGACTGGGTGGACTGGGAACTCTGG 

TAGAGACTGAATGGGTATACTGGGAACACTGGAAGAAGTTGTGGGATGAG 

AAGAGGATGCTGGGATAGGAGACCCCCCCCCTTGTGCTAGGGGGGTCTCT 

CAGCCATACTGGCACAATATGAGAGTATACTGGGTGGTACTGGGAAAGCT 

G G G AGG AC T CAT ACT G G T ££ c £jf££f§ < £$f? ftfiftfiRSGfiE £i&€) 
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CCCCTGGGGAGCGGAGGCGGCTGCTGGTGCGGAAGAGCTGCCCACTGCGC 

CTGCAACTCCACAACATCTACCTGGTGATGGGGGGCAGCGGGAGGACGCG 

GGACCCTGAGGGGCGGTGAGAAGGGGCTGTGCCCCATGTCCACATGTCCC 

TGTGTTCTCATGTTCCCATGTCCCATATCCCAGTGTTCCTAACCCCATAT 

CCTTGACCTTGAGCCCATACCCTGATATCCCTGACCCTGTCCCCATTCTC 

AGCCCCCAGTTCCTGCTGGGCCCCCACTCATGGTTGGAGGAGGTGCCATC 

CCCTGGACGCTGTAAGGCCACAAGGTTGCGGGGTTACTGCGCCCAACTGC 

AGGAGTTCCGCACCCGCCTGAGCCAACTGGGCTGCCAGCTGTGAGCCCCT 

GGGAGCCACTGGGAGCATGTTGGGTGCAGCTGGGACCATTCTGGGGGTGA 

AGTGGTACCACTGTTGGATCAGTTGGGATCAATTGGGAATAAACTAGTGT 

TGACTGGGACCGTGTTGTGACCAACTGGAAGTGTGTTGGAAGAAACTGAG 

AGCTGCTGGGGTTGAGTGGGAGCAACTGGAACTGTGTTGGAACAAACAGG 

GGACCAACTGGGATCACACTGTGGTCAGCTGGGATCACACTGGGTCAAAA 

AAGATCACAGTGGCCCAATTGGGGTCATACTGGGGTGAGCTGGGATCAGA 

ACGAGTTTAATAAACGTACAGTCGTCCGAGCCACCACAGAGTCAGCCCTC 

CAGCGGCGCAGAGCGGCGCAGCGCGCACTGGCTGCCCGCGGTAAGCGGAT 

GTGACGTCACTTCGCGGCGCGCTATTCGAACTCCAGCAGCGCCCCGCGGA 

GCGCCCCAATGCCGCGGCCCAAACCGCGCAGCCCCCGGCGCCGGGGCCGC 

CCCCCCCCGGCCGCCCCCCCGCCACCCCCCGCGCGGCCTCGCGGTGAGTG 

CAGCCCGTAGGAGTGCGGAGTGTGGGGGCGGGGGGGGGGGCGTCTGGAGC 

GGAGCCTTTATCACCGCTGTTTTCCCGATTTCCCCGTCTTTTCGCCCCGT 

TTCAGCCCGCCGGTACCGGCCCGGTCAGAGGGCGCTGCGGGAGATCCGCC 

GCTATCAGAGCAGCACCGCTCTGCTGCTGCGCCGCCAGCCCTTCGCGCGC 

GTGGTAACGGGACTGCCCCGGAACGGGACACCCCCCAACCCCCCCAACGG 

GACCATCCCCCCACGGATGGATCCCCCCCCACACACATCCAACGTGGGAC FTrTn?r 

CCCCCGCCCCAAAATGAGATCTCAACGTGAGATCTGGGGGCCTCAAAATG * xtURE 

AGACACTCTCCCCCCTCCCCCAACGGAACACCCCGAAAATGGGACCACAC 

ATAAAAGTGGGGACTCCCCTCCTCCCCCCCGCCCCGTCAAAATGGAACAC 

CCCCAACTGGACCTTTCAAAAAATAACATTCCCCTCCCCCCAAAAATGGG SUITE 3 

ACTT AC C AC AAAGT GG GAT CTT C C C C C AAAAT G AAC AC C CC C T C AAAATG 

AGACCCCTCGGACCCCCCCCAACCCCTCTGCACCCATCNGCCGTCGTGCA 

CG5AAGGGAAAGGCTGTAGGGTACATCTACCCTTATTTCTTGGGTTTGTG 

TTTTGTTTTGTTGTTATTTAGAAGCAAAACCAAGACAACAAAGCCCAGCC 

AATGCCATTTCCTGGCAGTGGACGCAGGCGCAGGCGGGTTGGTCACAAAG 

CAAGAAGTTGCTGCGGGACTTTGTCGTTTTGGGGCCGTTCTCGTGAACTT 

CTGAGCCATGGATGAGGAAATTACTTATGCTGATTTAAGGCATCCTACGG 

GCAGTTTGCCTCCTGCTAAGCGGCAGCGCGGTAAGGGATGCTCTGTGTGG 

TGGGTGCTCACCGCAGGCTTGGTTTGGGGGCTTGCTGTTCTCTGAGAAAC 

ACCAGCAATGCTGGTTGGGTTCTGGGTCCACCCTGGCTTGTATGGGGGAG 

TAAAGGAAGGGGTGGGGGAGAAGGAAGCCTGGGAATGGCCAGAGGTGTGG 

TGGTTTT 
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GTCCCTATTCCCATTGTGTCCTCACATCTGCCATCTCTTCCTGTCCCCAT 

CTATGCTTTGTGCCCCCCATCCCTTACCCCATCCCCACGTGTCCCTGTGG 

TGCCACCTCCACACGTGTCCCCGTGTCCCCACAGCGGGGCCGTGGCGCAA 

TAACACTGTGATGTGGCGCTGCTGCCGGGACGGAGCGACGGCGCTGCCCA 

TCCGTGCCACGTGCCAGCAGAGGGGACAGCGGGTGACGACGGCCGGGGGC 

TGCCGAGACGCCTTCCTGCAGTGCTGTGAGGTGGCACAGAATCTGCGGCG 

GAAGGGACAGCGCGGGGGGTTGGCACGGGGTGAGTGTCAGCAGTGTCCCC 

AAAGCGGGGAGGGGTGACCTGGGGTGGTGGCGGTGGGGTGTGGGGGAGTT 

GTAGAAATGGGGACCCCATTGGTGTGGGGAGGTTTGGATAAGGGGTCCCC 

ATGGGTGGTGGCACATGGGGACATCCCATAGCCTGGGATCCCATGGTTGG 

GGCCATCCCGTACCTGGGATCCCCACATGGGAGGATGTCCCCCGCTGTCC 

C C AT G GC AGT GAT GGAG GC AC AGCT GGC AG AG C AG CTGTTGGAT GAT GAT 

GAGGACGTCCCCACGAGGAGCTTCTTCCCTGAGAGCTGGCTGTGGCGACG 

CATCCATGTTGCTGGCACTGCACGGTGTGTCCCCGTGTGTCCCCATGTCC 

CCATGTCCCCATGACTTTGTGTCCCCGTGTCCCCATCTCCCCATCTCCCC 

AGGCTCTCAGTGCTGCTCCCTGACTCCATCACTACGTGGGAGATTCAGGC 

AGTCGCCATCGTCCCTGGACATGGTGAGTGTCACCCCCTCCAATGGCCCT 

GCAGTGTCCCCCTGACATCCCCCTCGTGGTGTCCCCATGTCCCCCACGTC 

CCCAAGTTCCTATGGTGTCCCCATGTCCCCCCTCTCCCCCTCCCCCCGGA 

ATGTCCCTGTGTCCCCGTGGTGTCCCTGCACTGCCCCGCAGTGATGAGGT 

CCTGGCAGGGCTGTGCGTGGCGGAGCCGCAGCGGGTGACGGTGACACAGG 

ACGTGCGTGTGGCGCTTTGGCTGCCCCCCAGCATCCGGCCCCTAGAGCAG 

ATGCAGCTGCAGCCCCTCATCCACAGCAGACTGCCCCGCAGCATCAACGT 

AAGCCCTATAGAGACCCCATAGGCACCCCAGAGATACCTCTTTCCCTCTA 

ATAAATACCACTTTGCTTCCAATAGATAACCCTCCTGCCCCATAGGTACC 

CCTGTGCTCCATACTTGCCCTGCCACAGCATACATACCCCTTTCCCTCCA 

ACAG AT AT G C GTT G C C C CAT AG AT AC CTT CTT T CT GCC CT AT AGAT AAC C 

CCTCATGCCCCACAGATTCCCGTTTCCTTTCAATTGGTACCCCCTGCCCC FI GURE 10 

TCATATATCCCCCTCTACCCCACGGATACCCCCTTAGACACCCGGTACCA 

CTTCTGCCCCATGGATACCCCCTGTGGCACATAGATACCGCTTCTGCCCC SUITE 4 
ACAGATACCCCCTTCCTACTCCACTGTCCCACAGCCCCCACTGCCCCATG 
GCCACCCATAGCCTGGTGGCATCGGGTGACAGTGACGGTGATGCAGGTGA 
CGGTGACACTGTCGGCAGTGGAGGGGGTGTGCGCGGCGCTGGATGGGGTC 
CCCCAGATGCTGGAGCTGCCCCCGGGGAGGGCAGTGGCTGCACCCCTCAC 
TCTGGTGGCCCTCCACCCTGGGGACATCCCCATCACCATCACCGCCCGCG 
GGCCATGGGGGCTGGGGGACCGTGTCACCCGAGTCCTGCATGTCGAGGTG 
AGATCAGTGGGGTCCCCTCCAGTCACCTGGGTCACCTCTGGGGTCCCTTA 
AAGCCCTGCGACCTCCTGGACATTGTTGTCCTTGTGAGCCTGCGGTCACC 
CTGAATACTGGGGCTGTCACTTTGAGGTTCATGGACACCATGTCCCTGTG 
TCCATGGTGGCCCTGGACATGTTGGTCCTTATGGGATCTGGGGACATGGG 
GTCCTTGGTGGTCCTGGATACTGCAGTTGTCCTTTTGTGGACACTATGTC 
CCCATGTCCTTGGTGGGAATGGTGTCATCCATTCCCGCAGCCTGAGGGAG 
AGCTGCACCTGGAGGAGAGCACCTACATCCTGGACGCAGATGGTGGGTGT 
GAGGACTGGGGGACACTGGGGAAACTGGGGACGTGGGGCCGGACCCTGTG 
GTGTGGTGTCCCTACAGATAAGCGGAGCCGGAGCCTGAAGCTGCCGGGGG 
ACGTCCCTGCAGAGATCGTCCCTGATGGGGACTTCAGCATGAGCATCCGT 
GTCAGTGGTGTGTGGGGATGGGGACATGGGGTGGGGACATGGGGGTGGGT 
ACTGGGAACGTGGTGGGGATGTGGTGGTGGGCATAGGGGACATGGGGACA 
T GGGAG G AC AT TT GTT GGGG ACATT G AT GTCC AT CCCTG AT C AT CTCTCT 
GTCCCTATGTCCCCATACCCATGTGTGTGGCCATGTCCGCACGCTGTGCC 
CCTGTGTGTGTCCCCTGGGTGTCCCCACATGTGCTCACATCCTTATTACA 
TCCCCACATCTCCTGTGTACAACCCCGTGTGCCCTGATGTGTGCCCCTCC 
ACACATCCCCATGGGTGTCCCAATGTTCCCATGTCCCTCTGCTCATCCCC 
ATCCACATCCCCATGCCTATC 
TCCTATCCCCATGTCCcf 
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TATCCCTGTCCTTCAACTCCCCTCCCATCCCCACACCATCCCCATGTCTT 
CTGTCCCCACACCATQCCCATATCCCCCTGTCCCCCCTGTCCCTGTCCCA 
.GGCCGGGTGCCGGGCTGGGCACTGCAGGGCGCTCTGGGGATAGGGGACTC 
TCTGCTCCGCTCCCCCCGGGGCTGTGGGGAGCAGTCCCTGATGTCAATGG 
CACCCACTGCTGCTGCTCTGCGCTTCCTGGATGAGAGCGAAGGGTGGGGG 
CAGCTGCCCCCAGGGCACCGACAGCGCGGCCTCAGAACCCTGCAGCAGGG 
TGAGCTATGGGGCAGGTTGTGCTTTATGGGGTGGGCAATGCTTTATGGGG 
TGTGCAGTGCTCCAAGGGATGTGCAGTGCTTCATGGGGGATGCAGTGGGG 
TTTGATTTGATTTGATTTATGGGTTTGCATTTCTCCTCCGAGGATTGCAT 
CTCTCTATGGTGTTTGCAATGGGATGTGCAGTGCTCCAGGTGGAGGTGCA 
GAGCCCTATGGGGGTGCAGTGCTGTGTAGGGGATGTCTGTGGTGTCCCCA 
ATGGTCTCTGATGTCCCCACAGGCTTCGAACGGGTGCAGAGCTTCCGCAA 
AAGTGACGGCTCCTATGGGGCATGGCTGCACCGGGACAGCAGCACCTGGT 
GAGGGGAGCGGGGATGATGTGGGGACATGGGGATAGTGAGGGGATGTGGG 
GATGCTGGGGTATGGGGATGTGAGGACATCATAGGGACATGAGCGGTGGG 
GCCATGTGGATTTGGGGACGTGGTGACACGGTGTCCTGGTGCAGGCTGAC 
GGCACTGGTGCTGCGTGTGCTGGCCCTGTCCCGGCCCTATTTGCCAGTGG 
CTGCCAGCGGCCCCGCTGCGTCCCTGCGGTGGGTGCTGGGGCAGCAGCGC 
CCAGATGGCGCCTTCTTGGAGCACAGGGCTGTGGTGCACCGTGAGATGCA 
GGTGGGTGACACATCACTGCTGTGTGCAATGTCCCCATGCAGGATCTCCC 
CCTGCAATGTCCCCTGAAGGTCCCTGCAGGCTGACCCCACATTACACTGT 
GTCACTCACGTGTCCCCGTGTCCCCAGGGTGGTGTGGCAGACCCCGGCCC 
GGAGGCCACCGTGTCGCTGACGGCCTTCGTGGTGGTGGCCCTCCATGGTG 
CCCGCGCTCTGCTGCCCCCGGACAGCCCTGAGCTGCCCCTCCTGGTGAGT 
CCCATGTCCCCACCCCTGTGTCTTGGTCCTCATATCCATGTGTCCCTTGT 
GCCCCATCCCCCAAATCCCCACATCCCCCATATGTTCCCATACCCTGCTG 
TGTCCCCCCAGTGTTCCCCCGTCTTTCATTCtCCACTATCCCCCGTATTC 
CCATATGTCCCCCTGTCCACCAGTGTCCCCTCATCCCTCTGTGTCCCCCT 
GTCCCCCAGTGTCCCCCACGTCCCTGTATGTCCCCATGTCTCCTAGTGTC FIGURE 10 

CCCCATGTCCGTGTCCTCCAGTATCCCCCATGCCTCCCCGTGTCTCTTCA 

TGCCCCACACTCCACGTCCCCACACTCCATGTCCCACTGCCACAGGACAA 

ATCCCTGTCCCGGGCCTCCACGTTCCTCCGGGGCCGCGTGGAGCAGTTGG SUITE 5 

GGACCTATGGGACAGCCATTACATCCTATGCATTGGCACTGGTGGACACC 

GCTCCTCCGGGGCCGCATCCGGCGGTGGAACGTCTGCGGGGCATGGCCCG 

GAGCGCCCACGGTGCGTCTGTCTCTGTCCCCATGGGGTGGTGGCACCTCT 

GTCCCCATGGCTGCCTCCTGGACCCCTCTGTCCCCTCCTTCAGATTCACT 

CTCATTCGAATCCTTCAATTTTATTCTCCCTCAAACTCTTCTTCTTTGTA 

TTCTTCACATTCATTCCTATTCAAATTGCTCTCCTTCCTGTCTGTTCTTC 

TTCAAATTCTTCTTCAATTTTGTTCTCCTGATTAATTCTCTTAAAATTAA 

CTCTCGATCAAGTTCTGCAGATTCGTTCCACTTCGGATGGATTCTTCTCC 

AAACTGTTCTTCAGATTCACTCTCCTTCAATTTCGTTCTTGTAATTAATT 

CTTCTTCAGAGTGATTCTTCAAACTCTTCTTCATGTTCTCTTCAAGTCCA 

TTCCCTGCACTGACTCCGGGTGCTCAGGACCCCCCCGTGACCCCATATGA 

CCCCATATGAACCCCCCATGACCTCCACAAAACCATATGACCCCGTGACC 

TCCCATGACCCCTCATGACCCCATATGACCCCCCATGACCCCATCCCTGT 

GCAGGTGGCCGTGCAACCTTCTGGCCATCCGGTGGCCCCGCAGCCACGGT 

GGAGGCGACGGGTTACGCCCTTCTGGCACTGCTGCAGAGCCGCGACATCG 

CCGGGGCTGCGAGGGCGGCACGGTGGCTCCGACAGCAGAGCAATTACGGG 

GGTGGCTTCCACTCCACGCAGGTGGGTGGGGGTCACTGACCCCCCGGGTG 

CCTCGGGGTGGGGGTGATTTGATCCCCAGGTACCTCTTTGGTGGCTGTGT 

CCCCAACCTGCTTGGTGTTCCCGCAGGACACGCTGGTGGCCCTGGAGGCG 

CTGGCCCAGATGTGGCTGCACTGGGGCCGTGGGAACACAATGGGGCTGAA 

CCTGGGGCTCTCCTGGCCGGGGGGTGCCCGGGGGAGGGCTGGTGGCACTC 

AGGTTATGCTGAAGCCGGGGCTGGAGCCGCTGGAGCAGGAGCTGCAGGTG 
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TGTCTGGACTTGGTAGGATGTAACATGAAGACACTGGGGACATGGTAGGA 
CATGGGGGACATGAGAACACGGGATGTGGGGGACATGGTAGGACATGATG 
GACACAGGGCTTTGGGGTCCTTGGGTCCTCGCTCTGTCCCCATGTCCCCA 
GGTGCCTCTGGGCAGCCCAGTGACAGTGCAGGTGGAGGGACACGGCGAAG 
GGACGCTGACGGTGGGTGGCTGCATGGACATTGGTGTCATCTCCAAGACC 
GATGTCCCCTCACAACCTCCCCTCATGGTGTCCCCTCATGCTGCCACGGT 
GTCCCCTGCTGTCCCATCATGGTGTCACGCTGTCCCGAGGTGCTCCGCCA 
GTTCCGCCTGCTGTCACCTCCGAACGCCACGTGCCAGGCGCTGCACCTGG 
AGGTGGCCATCACCGGCCCCATCCTGTACCATGGTGAGGCCCCACCCAAA 
GGCCCCGCCCCCTTTTCCTCGCGGGGGGCGTGCCCTCAACCCTGTTTTGC 
AT AT C C C AAC C C C C AG C AG AT GAGG ACT AC GAGGACT AC GAGG ACT AC GA 
GGAGGCGGAGCCTAAGGAGGGGGAGGAGCCTACGGAAGGGGCAGTGCCCG 
TGGAAGGGGCGGGGCCAGCAGATGACCCCGCCCCCCTCAGCCCCGTGTCC 
TTATGGGATGCCCGTAAGCGGCAACGCCGCAGCACACATAACCCTGCCCA 
CGAGGTGGCCTTCCTGGTCTGCTTCCGGTGAGGGGCGGAACTTCCTGTCC 
CTGGGGGCGGGTCTTCCTGCTGATGGGCGTGGCTTATTGCTGAGGGGCGT 
GGCCTGTTGTAGGCGGAGCCCAGGGGTGGCACTGACTGGGATGGCGGTGG 
TGGAGATCACTCTGCTCAGTGGCTTCTCACCCCATAGAGCTGACCTGGAC 
AAGGTAGGGGCCCAGGGGGACTTGTGGGACATGTTGGGGGGTTGAGGGGA 
GTTATGGGGTGTGGGGTTTGGGGGTGTTGGAGTTGTTGAGGTGGCAGAAT 
GTTTGGGTTGGAGTCATGGGATATGGGGCTATTGGGGTTTGAGGGTGTTG 
TGATGTTGGGAAACATTGAATTGGGGTTGTTGAGTTTGAGGGTGTTGGGG 
TGTGCGGGTGCAGAGCTGCAGCTGCTGGGTTGGAGTATTAAGGTGTTGGG 
ATGTTGGGGTGTTGGATGGCTTGGATGCGGGTGTTGGGGTGGGCACGTAT 
CTGGGTGCTGCTGTCCCACAACAGCTGCGGGACGTGGTGGATCACTGGAT 
CAGTCACTATGAGTTGGAAGGAAACCAGTTGGTGCTATACCTGGATGAGG 
TGTGTCCTCCCGTGTCACCCTATAACCCCAGTGGCCCCATGTTCTCATAT 
.CCCCCATGTCCCCGTGTCCCCACACCATATCCCATTCTCCCCACACATCC 
CCGTGTTCCACCACGTGTCCTCATTTCTGTCCCTGTCCCCAGGTCCCCCC FIGURE 10 

CGAGCGGCAGTGTCTCAGTTTTGGGGCCACCCAGGACGCGGCTGTGGGTC 

ACATGCAGCCGGCAATGGCAGCCATCTATGACTACTATGAGCCTGGTGGG 

TGGGGCCTTCAGTGGGAGGGGCCTAAATGGGTGGTGGTCTTCATGGGTGT SUITE 6 

GACCATTGGAGGAGGCGTGGCCGATCTGACCCCTCCATGCCCCATCCAGG 

ACAGCGCTGCACCGTCTTCTACAACGCCCCCCAAAGGAGCAGCACCATCG 

CCACACTGTGCTCCCCCAAAATCTGTGAATGCGCCCAAGGTAGGACCCCA 

CTGTGACTCCATATGTAGGGCCCCCATCCAGTGAACCCCCACATCCTCCT 

CCTAATTTTTGAAGATCTGGGGGTGAAATTATGGGGTTTATAGGGGAGCG 

TGGTTGAGTGACATGCAGGACATGGAGGGAACCCACACCAAGAACCTTGT 

GTTTTGGGTCCCTGATGATGTTGGGAGATCCTATTGATGTTGGTGGTCCC 

C AGG GG G GT GT C C CC AAGC CC AAAGG AGGAC AC AGG AG GT G AC AGCT GAT 

GACCGCCATGACTTTGCCTGCTACAGCCCCCGCGTGGACTATGGTGAGAT 

CCCAAATCACTGCACCTCAAACCTGACCCCAAATTGGCTGCATCCCGAAC 

CCCAACTGCCCTAAATCCCATCTGCTGCCCCTGAGTCCCACAGCTGCACA 

CTGTACCCCACAAGTGGCCCCTGAAGCCTAAAAACATTCACGAGGATTTT 

GTAGTTTTCTCCCTGTACCCCAGTTGTCCCTCTGACCCCAAGAACCCCAC 

AGCTGCCCTATGCTGTCCCCTGCCCGCCATAACTCCTCTGATACAATAAC 

CCCCGTGACCCCATCTTTATGACCTCCATGACCTTTGACCCCCAGCACTG 

GTGGTTCGGGTGCTGTCCCAGAGTGAGATAGGGGCTTTTGTGGCGTTTGA 

GACGGAAATCAAGGAGGTGCTGCTTGAAGGTGAGACTGAGGGTAGTGGGA 

CGGACTGGAAGGTGAGAATGGGAGCACTGGGAGAGGCAGGGAGTACTGAG 

AGGGACTGGGAATGACTGGAAATTGAGACTGGGTGGACTGGGAACTCTGG 

T AGAG AC T G AAT G GG T AT ACT G GG AAC ACT GGAAGAAGTTGTGG GAT GAG 

AAGAGGATGCTGGGATAGGAGACCCCCCCCCTTGTGCTAGGGGGGTCTCT 

CAGCCATACTGGCACAATATGAGAGTATACTGGGTGGTACTGGGAAAGCT 

GGGAGGACTCATACTGGTEEDOil^BElREWFl^ 
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CCCCTGGGGAGCGGAGGCGGCTGCTGGTGCGGAAGAGCTGCCCACTGCGC 
CTGCAACTCCACAACATCTACCTGGTGATGGGGGGCAGCGGGAGGACGCG 
GGACCCTGAGGGGCGGTGAGAAGGGGCTGTGCCCCATGTCCACATGTCCC 
TGTGTTCTCATGTTCCCATGTCCCATATCCCAGTGTTCCTAACCCCATAT 
CCTTGACCTTGAGCCCATACCCTGATATCCCTGACCCTGTCCCCATTCTC 
AGCCCCCAGTTCCTGCTGGGCCCCCACTCATGGTTGGAGGAGGTGCCATC 
CCCTGGACGCTGTAAGGCCACAAGGTTGCGGGGTTACTGCGCCCAACTGC 
AGGAGTTCCGCACCCGCCTGAGCCAACTGGGCTGCCAGCTGTGAGCCCCT 
GGGAGCCACTGGGAGCATGTTGGGTGCAGCTGGGACCATTCTGGGGGTGA 
ACTGGTACCACTGTTGGATCAGTTGGGATCAATTGGGAATAAACTAGTGT 
TGACTGGGACCGTGTTGTGACCAACTGGAAGTGTGTTGGAAGAAACTGAG 
AGCTGCTGGGGTTGAGTGGGAGCAACTGGAACTGTGTTGGAACAAACAGG 
GGACCAACTGGGATCACACTGTGGTCAGCTGGGATCACACTGGGTCAAAA 
AAGATCACAGTGGCCCAATTGGGGTCATACTGGGGTGAGCTGGGATCAGA 
ACGAGTTTAATAAACGTACAGTCGTCCGAGCCACCACAGAGTCAGCCCTC 
- CAGCGGCGCAGAGCGGCGCAGCGCGCACTGGCTGCCCGCGGTAAGCGGAT 
GTGACGTCACTTCGCGGCGCGCTATTCGAACTCCAGCAGCGCCCCGCGGA 
GCGCCCCAATGCCGCGGCCCAAACCGCGCAGCCCCCGGCGCCGGGGCCGC 
CCCCCCCCGGCCGCCCCCCCGCCACCCCCCGCGCGGCCTCGCGGTGAGTG 
CAGCCCGTAGGAGTGCGGAGTGTGGGGGCGGGGGGGGGGGCGTCTGGAGC FTrTJRF 
GGAGCCTTTATCACCGCTGTTTTCCCGATTTCCCCGTCTTTTCGCCCCGT r XbUK£ ' 

TTCAGCCCGCCGGTACCGGCCCGGTCAGAGGGCGCTGCGGGAGATCCGCC 

GCTATCAGAGCAGCACCGCTCTGCTGCTGCGCCGCCAGCCCTTCGCGCGC 

GTGGTAACGGGACTGCCCCGGAACGGGACACCCCCCAACCCCCCCAACGG SUITE 7 

GACCATCCCCCCACGGATGGATCCCCCCCCACACACATCCAACGTGGGAC 

CCCCCGCCCCAAAATGAGATCTCAACGTGAGATCTGGGGGCCTCAAAATG 

AGACACTCTCCCCCCTCCCCCAACGGAACACCCCGAAAATGGGACCACAC 

ATAAAAGTGGGGACTCCCCTCCTCCCCCCCGCCCCGTCAAAATGGAACAC 

CCCCAACTGGACCTTTCAAAAAATAACATTCCCCTCCCCCCAAAAATGGG 

ACTTACCACAAAGTGGGATCTTCCCCCAAAATGAACACCCCCTCAAAATG 

AGACCCCTCGGACCCCCCCCAACCCCTCTGCACCCATCNGCCGTCGTGCA 

CGGAAGGGAAAGGCTGTAGGGTACATCTACCCTTATTTCTTGGGTTTGTG 

TTTTGTTTTGTTGTTATTTAGAAGCAAAACCAAGACAACAAAGCCCAGCC 

AATGCCATTTCCTGGCAGTGGACGCAGGCGCAGGCGGGTTGGTCACAAAG 

CAAGAAGTTGCTGCGGGACTTTGTCGTTTTGGGGCCGTTCTCGTGAACTT 

CTGAGCCATGGATGAGGAAATTACTTATGCTGATTTAAGGCATCCTACGG 

GCAGTTTGCCTCCTGCTAAGCGGCAGCGCGGTAAGGGATGCTCTGTGTGG 

TGGGTGCTCACCGCAGGCTTGGTTTGGGGGCTTGCTGTTCTCTGAGAAAC 

ACCAGCAATGCTGGTTGGGTTCTGGGTCCACCCTGGCTTGTATGGGGGAG 

TAAAGGAAGGGGTGGGGGAGAAGGAAGCCTGGGAATGGCCAGAGGTGTGG 

TGGTTTT 



FEUILLE DE REMPLACEWENT (REGLE 26) 
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AGAAGAGCCCCGTGATGTCCTCCAGGTGCGGTCCCTCGGTGCCTGTGGGG 
ACAACGACAGCCCTAAGCACAGTGTCACCATCCTGGGTGGGGTCCCCAAC 
CCAAATCCATGATCTCCCATTGTCCCAGGCCATGGTCCTGATGTCCCTCA 
GACCCTCCTAACCATGGTCCCAGCATCCCAATACCTCCACGTGTTTCCAA 
TATCCCCACATCCCCCCTCACCAGCCAGGAGCAGTCGGACGGAGACACGC 
ATTGGTTTGGCCAGTGCAGTGTGGGTGACAACGCAGCTGTAGATGTCCCC 
GTGGTGTTGGGGGCGTGCGGGGATCAGCCGTGCTGCCGCCGTCCGGCTGT 
AGGTTCCATCGGCTGCCTGGCGGTGACCTGAAGTCCAGCTGTCCATCACT 
GTGTCCCTGGGTGACTGTGATGTCCCCGAGCCCCCGGCGCGGCGCTGCCA 
CGTCACCGTCACATCCAAGGGGTAGAAGCCAGACACGTGGCAGCGTAGCT 
CTGCTGACGTCCCCGGGGCCACCACCAGGTTCTTCGGGGACAGCGTCACC 
TTGGGGGGCTCTGGGAGACATGTGGGGGGACATCGGTCCCATATAGCCCA 
TAGGGCCCCTCCTATAGGGCTCATCCCCCCCTATAAACCTACAGGTGAAC 
TATGGGATGATGCCACCCCATCCTATAGTCCTCATAGGAATACCACCCGG 
TCCCATCCACCCTATAGCCTCCATAGGAATACCACCCAGTCCCATCCACC 

CTACAGCCCCCCACAGGAATATCACCCAGTCCCATCCACCCTACAGCCCC 

C AT AGGAAT AC CGCCTGCTCC C AT AT GT C CT AT CT G AC C AAT AGG AAT AC 

CACCCAGTCATACACACTCCGTAGGAACACTGCCCAACCCCACACCCCAT SUITE 8 

AGGAACACCGCCTGCCCCACATGGACGCACCAAAGACGTGGAGCTGCAGC 

ACTGTCTGTGTGTGCCCGTGGGGCAGGAACACGGAGCAGATGTAGGTGCC 

CTCATCCCCCGGTGATGGCCGCGCCAGCCGCAGTGTCACCGCTGTCACCC 

CGTCCCCATCCCGTGTCCCCAGCAGCAGTTCGGCCCCGGGGGTGGCGCGG 

GGGGCGCGGGCGGTGGAACTGTCATAGG 



FIGURE 10 
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CCAACTTCCTTTGGTTCAGGGAAGAAGACTCACCCACTGCTTTGGTTTGT 
TGCACTGGAAAAGCATGAAGAAAGCACCACATGATGAGAGGAACAGTTCA 
TCCCACAGCTCACGCAGGAAGAACCCATTTTTAATTTAATTTGGGAGGGA 
GCACTCACCCAGGTCTGAAGCTAGTTTATCTGCAATGAAACAAATAAGAA 
ATGCATGATGAGAAGGGTCAGAATATCATCCCATGGCTGATCCCATGGGA 
AGACCCCGAATCTCTTTGGTTTGCGGAGGAGGACTCACCCAACTGTGCAT 
TCCTTCCCTCTGCAAAGGGAAAGCAGAAACAGTG 

FIGURE 10 



SUITE 9 
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TGGGATCAAGTTGAGTAGACATAGCATCCTCGCTTTTAGACAAGACCTGC 

ACAGTATACCACCGTTTACTGTGCAGATAATGACCAAAAGCAATATGCGT 

CACACTTTTCTGGTGACAACGTCACAAAATGGCGGTCGTCAATCGTGACG 

AACAGCACAAACGCCCTTTCTCATCGAAGATTTCAATCTGCCAGACCTGG 

TGACGCGAACCGAGATGCAACGGTTTGCATACGCCGCGCACCCGCCCTTC 

TCGTGCCGAGCGGACGTGGTTAGCATTGATTTCCAGACCAACCACTTTTT 

GCTCACCTTCGGTACATAAATAACCGGCAACGGAACCGATACTTTCGGCC 

ATTACCACGGGTGCTCCTCCATGCAGCAACCCGAAAGGCTGCTTTGTCCG 

CGAGTCTACTGGCATTGTCGCTTCAAGGGTGTCATCACCAATATGTTCAA FTrilRF in 

AGCGAATATCCAGGAACCCCACCATGTTTCCTTCACCCATAGCATTCAGT U 

GCTTCCAGGGTGATTTTCCGTTTCCAGATCATTTAATAATCTCCAGTTAA 

AGCCTGCACAGGATGGCTTACCCCGTGCCTTCAACCCGTTTTATCTGGCT cirmr in 
ACGGCAAGGAATATCCGGTT SUITE 10 



FEUILLE DE REMPLACEMENT (REGLE 26) 
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CCGTCGCCTCGGCTCTCCCTCGGGCTCCACCCCCCCGTTCCGCCCCTTTr 
CCGCCGCATCTCCCGCTCTGTACCCTCCCCAAGAAGTCGCTCAGACGGCC 

tcgcgttgtctgcacatcctcggggaccgtctgttgtgcggcagcaggSg 

AGGGGAGCGGGCGGTCTGTGCTCTTCTATTCCCTTCAGTACAAGAAGGTr 

GTTTGGGTTCTTTAACCAAATATACTCTTTTGTTTTTGCATAAAATCArr 

AGAAGGAATTGGTCTGTTGAATATATAGGAGTGGTGGAGAGAGTCGAAGA 

AGTGTTTCCTGTGACAAAACACCGTTAAAAGTGAATTCATGGAGAACGCA 

CTGCAGTGACACAGAAGGGAAAACACGAAACATAAATAATTTGCCGATTT 

^^??^ ATTTCAGGGTCCTTT GGGCTGATTGCTTTCCCAGTATTTCCCT FIGURE 10 
TTGGAGAAAAACCGGTGAAAAATGG 

SUITE 11 
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TCACCTGGCTTTGCTGCTCCAGACCCCGCAGGAAGCGACCCCCCTGGCCC 

CTGGCATCCCGCAGCCCCACACGCAGCTGTGCACGGCCCCACACTGGCGC 

CCCATCTGGGAATCTGGGGGTCCAAAGGGTCAGTGGAGTCAGGCGGGTCC 

AAAGGTCAGTGCGGTCAGGAGGTCCCCAGATGTCAATAGGGTCAGGGGGA 

GGGATCCCAAAGGCCAATAAGGTCAAGGGGAGAGATTCCAAAGGTCAGTA 

GGGTCAAGGTGCCCCAGAGGTCAATAGGGTTGGGGGAACCCAAAGATTAT 

AGGGTCAAGGAGTGACCCCAAAGGACATCAGGGCCACTGATTTGGGGTGG 

ATGGGAGAGGAATTTGGGGAGTTCAGGAGAGTTGGAGGGGATTTGGGAGG 

TTTTGGAGGAGACAGATGGGGATTTTGGTGGGAATTTGGGGAAGATTGGG 

TGGGATTTGGGATTTGGGTGGGATTTAGGTGGGGATTTGGGGGGATTTTG FIGURE 

TCTCTGGGTGTCCCATAC 



SUITE 12 
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CCTGAAACTTTGGGGTGAGCATCTCCATCAGCTCATCTGCAATGCAATGG 
GATCTTCCAGTCTTTGGGTTTTGTGCTCGTTGTGCCACTATTTTCATGGC 
ATCCTAAGATGGTGCTGTATTATTTTTGTGACACTGTAAGAGACTGGAGC 
AGAAATTTTGTCACAAATTAACAAAAAAAAAAAAAAAAAAAAAA 

FIGURE 10 



SUITE 13 
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GTTCTATGATTTCTTTGGTCCGAATACCATGAAATCTGATATTTCCATTT 

CAGTATCTGAACTGGGTTCTCTGCTGGATCACAGTGGTCCACACAAAGAA 

GCAGAACAGTATATCGCTCGCGTCTTTAACGCAGACCGCAGCTACATGGT 

GACCAACGGTACTTCCACTGCGAACAAAATTGTTGGTATGTACTCTGCTC 

CAGCAGGCAGCACCATTCTGATTGACCGTAACTGCCACAAATCGCTGACC 

CACCTGATGATGATGAGCGATGTTACGCCAATCTATTTCCGCCCGACCCG 

TAACGCTTACGGTATTCTTGGTGGTATCCCACAGAGTGAATTCCAGCACG 

CTACCATTGCTAAGCGCGTGAAAGAAACACCAAACGCAACCTGGCCGGTA 

CATGCTGTAATTACCAACTCTACCTATGATGGTCTGCTGTACAACACCGA 

CTTCATCAAGAAAACACTGGATGTGAAATCCATCCACTTTGACTCCGCGT 

GGGTGCCTTACACCAACTTCTCACCGATTTACGAAGGTAAATGCGGTATG 

AGCGGTGGCCGTGTAGAAGGGAAAGTGATTTACGAAACCCAGTCCACTCA FIGURE 10 

CAAACTGCTGGCGGCGTTCTCTCAGGCTTCCATGATCCACGTTTAAGGTG 

ACGTTAAACGAAAGAAACCTTTAACGAAAGCCTACATGATGCACAACAAC 

AACTTCTCCG ~ " ~ " SUITE 14 
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CCACCACCGCTTTGGGCAGTGCCAGTGCTCCTCACAGGCTGTGGGGCAGA 

GCAGGTGACCCCCCAAGGATTTCCCCTACAAAGAGCCCCACAGAGACAGA 

AATCCTTCACCTGAGCTGCAGCAAGCGCGCGGCTACACCCAGCATCAATC 

TTTGCCCAGCTTCTACCTTTGCCCAGCTTCTACCTTTGCCCAGCTCCAGG 

GTGCAATGCGAGCAACTTGGCATCAGACCAATACAGTCAAAGGTTGGAGA 

ACATAAAACACATCCCATTGCAGCTTTGTGCACCACCCTGGGTCTCTGCT 

ATCACCAGGAACATGGACACAGGAGAAGCTTTGCCATAGCACAGGAGAAA 

GCTGTGCGCTGCACTTCATGAGCATTTCTCTCAATTTCTCCTGTATCCCA 

CAGGTTACAGGCACCAGTAATTCTGCCAGAGCTATTCTGAAGGGCACGTG 

GTGAAGGATTATGGCTTGGAGCAGTGGGGAGAGCCAAAAGCCCTTCCCAC 

ACTTGATGCACTCCAAGGGTGTGATCCCAGCATGCAGCCTCTCATGTTGG 

AATGGTCAATTTTATCCTAAAATCCTCTTGCACTTGGAGCAATGTTGAGT 

TATTTTCCCCATGTGCATTCACAGTGAGGTCCCCCTGAAGCCTACTCTTC 

TCCAGCCAATTTCTTATGATCACGAAGGGGATGATATGATGGTGACATGG 

GGGATTTCCACGTGGATGCTGCAGGGCAGATGGGGAAGGGGTGAGGGGAG 

ATGCCCACCAGCAGAGTTCCCAATCAGGACACAGCAGTTTTGCTGCCAGC 

ACCAGGAAGCAGCTTCCCCTCCTTTCCCTGCTGGGAAATCACTCCTTTGG 

AATGTTTTTTTTTTTCTGCTGCTCACCCACATTTTGCACAGGGCTGATCT 

TCCAGGTCAGCCCAAACTCTGCATCCCCGCACGGATAACCTCTCCCTCCC 

TAAGAATCAGTGCATCCTGCCTGCCTGCAAAGCAGCTGCTGAGATGTCTT 

TTGCAGCCCTTATTCCCGCAGACCCCGTGCAGAACCACACACATCTCCAT 

CCTCTCCTCCGTTGGCAAGGAATGGGTTTGCAAAGGGATGGGCACAACCA 

GC AAT AT G C AAAG G AAGAG GT GT C G AAAGT CT GG GG AGC AAT GAAT CT G T FIGU1?E 10 

C C CC C GGAAG AT GTT T CCAT G GG GC AGT T AAGG AGGAG AAT T G GAAAT GA 



AGCAG AT GAT G C AGC AAT GAAACT AT C C C AG AAAAGGG G GG AAAAGC AAT 

TCTGGTAATGAAGATACATAAAGGAGAAGGGCTTCTCGCTGTCTGGACGC SUITE 15 

AGTTCTGTTGGTTAACGTCTTTTCTCTTTGTGCTCTTTGCACTTTTTTCT 

TTGCCTGCTCTGGTCAGGATGAGGCAGAGCCCTCACGGGGCCCTTTCACA 

CCTTTTTTTAGCACACAGAAGCGCAGCGGCCGTCTCAGCACCCAGCATCG 

ATGAGAAGGGACTGCAAATAAATTAAATGCGTTACTGAATAGACAGTCGT 

AATTAAAAGTCAAACCCATCCCCTCCCAGTATTCCAGCTGCCGAGGCATC 

GGTTGGCACAGAATCACCAAATATTGCCTTTCTTCCCCCATCCCCGCTTA 

TCAGCCAATGCTCTCTGACCCCTAAAAGGTCTCGATTTGGGGTCTTTTTG 

TTGTTGTTGTTGTTGTTCTGGGTATTTTTAGGCTTTTATTATCAGCGATT 

TTTCAGCTTCTCACTGCTTACCCCCCAGCTCAGCACCGCATCGCTCACTG 

CCATCGCTGAACCCAGCGGCGTTTCCATCCCTCAGAGAGCAGCAAAATGA 

GACATCGGCCGTCGTGCACGGAAGGGAAAGGCTGTAGGGTACATCTACCC 

TTATTTCTTGGGTTTGTGTTTTGTTTTGTTGTTATTTAGAAGCAAAACCA 

AGACAACAAAGCCCAGCCAATGCCATTTCCTGGCAGTGGACGCAGGCGCA 

GGCGGGTTGGTCACAAAGCAAGAAGTTGCTGCGGGACTTTGTCGTTTTGG 

GGCCGTTCTCGTGAACTTCTGAGCCATGGATGAGGAAATTACTTATGCTG 

ATTTAAGGCATCCTACGGGCAGTTTGCCTCCTGCTAAGCGGCAGCGCGGT 

AAGGGATGCTCTGTGTGGTGGGTGCTCACCGCAGGCTTGGTTTGGGGGCT 

TGCTGTTCTCTGAGAAACACCAGCAATGCTGGTTGGGTTCTGGGTCCACC 

CTGGCTTGTATGGGGGAGTAAAGGAAGGGGTGGGGGAGAAGGAAGCCTGG 

GAATGGCCAGAGGTGTGGTGGTTTTGAGCAAAAATCAGCCCAGATCGGGA 

AGC C C AAT GT G AG AG AAT GG AAT GAAATGGTGGCAAACGC AC CCTG CATC 

CACGTGGCATGAGGGCTGCAGACATCCCCGCCCTCCCAGCCACCGGCTGC 

CCCACACTGGGCTCAGCTCACAAAGCCTGGGGGCTGCTCAGCTTCCACCC 

CATGCTCTATGGAGCCTGCAGGGCCTCCACCACCTCCAGAACCACACGTG. 

GAGGTGATGTCCCTGTGTCCATCTGACCTCCAGCGGGAGCCCATCCCATG 

CTCCCTGCTGCTGTCACCCCTCTGTGCCACCTCCTTCCCAGCTGGGAACC 

ACTGGGAGCCACTGGGAAGGGTCCAGGGGACCCTGGAACTGGAGGAAAAC 

AAACAGGCATCAACTTCTGCTCATACACAGCATGGGAACCAATGGGAAGG 

GTCCGGGGACCCCAAATj5g0{^£^ 
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ATTTGTTGTTCAGCAGAATGCATCTGTGTGCCCCATCCCCACTCCACTTC 

ATTTCCTTTCTTTTCCTGCAATAGGAAATCCATCTTGGAGGGGACGGGGA 

CACAGGCAGGCTCACAGAGGGGACCCTGGGGTAGCAGTGCCGGATTTGGG 

CTGAGGCCCATAGCAGTGACCACAGAATCGGTCATTTGTCCGTTCATGGT 

GAAGATGGGAGGGGGTTCAGCAGAAGCACTCCCTGGGACTCCCAGAGGGC 

TGTCTCAGAACCGCTGCTTTCCTTGCACAGAAGATGAACCATTTTTGTAG 

GGGGAGGGTCCAGGATGTGGTTGCAGTGTGAACAAAGCCTGTGTGCTTTT 

ATAATTCTCTTCCTGCCTGCTGCTGTCATTTCTGAGGGCTGAATGGGCAG 

CACGGGCAGACAGCAGCGTGGCTCCGACACTTCTATGTCTGCAGTGCCCA 

TTGCAGGAAGAGAAAAGAAATGGAGTGGGGATGGGGCAAACAGATGCATT 

CTGCTGAACAACAAATCCGGTATTTTTTTATTGAGAGAAATAACACAGGA 

TTGTGAGCTGATTGCATGAGCGCATGCAGCGATGTCCCCCCGTGTGCCCG 

GGCAGTGCTGGGGTCTGCACAGCCCAAACTCCTCACAGAGCCGTATTGCA 

GAGCTTCACCCCAACGCCTGGGGCTTTTGGGGTGGGCACACATCAGAGGG 

AGGGACTGCGTTGCCCTCCATCTCCTGCACATTATGGATGGAGACGTAAA 

GGTTCTTTCTGGCAGACCCACTGGTGTTCACCACTACAGACGTCGCCCTC 

CACTTTTGTGTTCTTGAAGGTCCCGCAGCGATTCTCCATCACGGAAAGGT 

TATCAGACCTGCAAAATAAGGCTGTTTGCACCCAAACACCCGACTTGAAG 

GAGGCGGGCAATGGTTGCAGAAATACTCACTCTGTGCTGTTGTAGGAGGA 

GTTGTCCACCCATTTCCATTGATTTGTGGACACTTCTAATCCAATCCACA 

CCGGCTCCGCACCTGCCATCTGCTGGAGGTGATCCTGGGAAATGGCACCA 

AAATCCTTCTGCAAGGGGCTGGAGGGGTGCAGAGCCACCAAGTCTGCCTT 

GTT GGAC C C C C AGCAG AT GGGACT C AG AC AGC AGC CAT GC CT G GAAT GCT 

GCCTGGCTCTGCAGGCGGCTCAATGGGTGGGAATGGCTTCAAACCCGAGA 

TGGAGGCACCGGTGTGACCAGCTGAGCTCTGCTTCCATCCTTCAGCCTGT 

TTGAAGGGTGGGAGGGGACACAACCCCCATGTCCCACCCCTAGCCTGAAC FIGURE 10 

CTTGATGTCCTTAACTCAAACCATAATGTGCGCAACCCCAGCGTGCCTGA 

CCCCAACCCGTGTGCCTACTGCCATGTGTTGACCCCTAACCCTAAAGGGC 

ATAATCCAGACCCCAATCTCTCCAGTGATGCTTTAGCCCCATTTGGGTTT SUITE 16 

GGAACCACTGACCCTCCTGCTGCCGCCCAGTCACTCCAGAGCGGTTTTCT 

CCCACAGAATCCACCAAACCCACACATTTTCAGGTCCCGTCCAGCTCCCT 

GCT CT AT GCTTACCTCTTCTGCCTTCTT CCGGAGC AC AGCCAGCTGAGAC 

TGCAGATTTTCACACTTCATTTTTGCTTGTGTCCAGTTCCCCTTTTCTGT 

GGAAAGCTCATAGCATCGGTCCCCTAAAAGCCTCCAGAACTGGGGACAGA 

GCAGGCAGGCAGCAGGGGCTGGAGAGAAAGAGCCGTGAGCATCTTCAGGT 

GGGAGAAATCCCACCCAGGAGGATTTCCTTGGGAAGGGCATTACCTGCAG 

AGCTGTTCCATGTGGATTGGCAGAAGTACTGCTCAATGGAGGTATTCTCG 

CAGAGCTCTGTCCCATTCCTCCCGTTGGTCTCAGGGCAGTGCCGGGCAGC 

GCTTGGAGGTGGTGTTGTTTTCTGAAAGACTTTTGGGCACAACCTGGGGT 

GAGACGCGGCCCTATGGGGCCAACCCCGTGGAAACCACGCAGGGTTGGGG 

TTGGATCCTCGAGCTCTTTTGCAAAGCCTTTCTGGCTATGGTTGCACTCA 

GTTAATTAAACTGTCTAAAACCATATTTTGTATATAATTAGACATGATGT 

TTACTGCTTCTGTCCCCCCCTTGGTTTAAGAGCAGAGAGGCTCTTGCAGA 

AGGGAATTCCTCTCACTGAGTGCCACTTTGGAATTGTTGTGTGATCACCC 

AAACTCCAGTGCAAAGCCCCAGCCCCACTTTGGGCAGAATGAATGTGTTT 

TCTGCTCAGAAGAGCTTCGATTTCCTGTGCAGCAATGTGGTTGGGATCTG 

ATCACT CACC GC AC ACGCTGAGCCCTGTCACC AGCAG C AGC AGC AGC AGC 

AGCAGCACCCCCAGCATGCAGGCTTTCTGGAAGTCCCACGGAACTGGAAG 

AGCCCACACTTATATAAAACAGACATTTTGAAAAAACTTTTCCTTTTACA 

GAAATGATCTCCCTGTGAAAGAGCCCCTCCACCAACCTGCTACGTTAGAG 

CAGAAGTTGATGGCTGCTTTGGTTCCTTGAGAATTTGGGGTCCCCGGACC 

CTTCCCATTGGTTCCCATGCTGTGTATGAGCAGAAGTTGATGCCTGTTTG 

TTTTCCTCCAGTTCCGGGGTCCCCTGGACCCTTCCCAGTGGCTCCCAGTG 

GTTCCCAGCTGGGAAGGAGGTGGCACAGAGGGGTGACAGCAGCAGGGAGC 

ATGGGATGGGCTCCC(^8(M 



WO 99/27132 



PCT/FR98/02S01 



54/TTD ^ _ 

— B5F0R.1 txt 



CAGCCGGTGGCTGGGAGGGCGGGGATGTCTGCAGCC 



FIGURE 10 
SUITE 17 
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CCCAGAACCCAACCAGCATTGCTGGTGTTTCTCAGAGAACAGCAAGCCCC 

CAAACCAAGCCTGCGGTGAGCACCCACCACACAGAGCATCCCTTACCGCG 

CTGCCGCTTAGCAGGAGGCAAACTGCCCGTAGGATGCCTTAAATCAGCAT 

AAGTAATTTCCTCATCCATGGCTCAGAAGTTCACGAGAACGGCCCCAAAA 

CGACAAAGTCCCGCAGCAACTTCTTGCTTTGTGACCAACCCGCCTGCGCC 

TGCGTCCACTGCCAGGAAATGGCATTGGCTGGGCTTTGTTGTCTTGGTTT 

TGCTTTTAAATAACAACAAAACAAAACACAAACCCAAGAAATAAGGGTAG 

ATGTACCCTACAGCCTTTCCCTTCCGTGCGCAACGGCCGATGTCTCATTT 

TGCTGCTCTCTGAGGGATGGAAACGCCGCTGGGTTCAGCGATGGCAGTGA 

GCGACGCGGTGCTGAGCTGGGGGGTAAGCAGTGAGAAGCTGAAAAATCGC 

TGATAATAAAAGCCTAAAAATACCCAGAACAACAACAACAACAACAAAAA 

GACCCCAAATCGAGACCTTTTAGGGGTCAGAGAGCATTGGCTGATAAGCG 

GGGATGGGGGAAGAAAGGCAATATTTGGTGATTCTGTGCCAACCGATGCC 

TCGGCAGCTGGAATACTGGGAGGGGATGGGTTTGACTTTTAATTACGGCT 

GTCTATTCAGTAAGGCATTTAATTTATTTGCAGTCCCTTCTCTTCCATGC 

TGGGTGCTGAGACGGCCGCTGCGCTTCTGTGTGCTAAAAAAAGGTGTGAA 

AGGGCCCCGTGAGGGCTCTGCCTCATCCTGACCAGAGCAGGCAAAGAAAA 

AAGTGCAAAGAGCACAAAGAGAAAAGACGTTAACCAACAGAACTGCGTCC 

AGACAGCGAGAAGCCCTTCTCCTTTATGTATCTTCATTACCAGAATTGCT 

TTTTCCCCCTTTTCTGGGATAGTTTCATTGCTGCATCATCTGCTTCATTT 

CCAATTCCCCTCCTTAACTGCCCCATGGAAACATCTTCCGGGGGACAGAT 

TCATTGCTCCCCAGACTTTCGACACCTCTTCCTTTGCATATTGCTGGTTG 

TGCCCATCCCTTTGCAAACCCATTCCTTGCCAACGGAGGAGAGGATGGAG 

AT GT GT GT GGTTCT GT AC G GGGT CT GC AGGAAT AAGGGCTGC AAAAGACA 

TCTCAGCAGCTGCTTTGCAGGCAGGCAGGATGCACTGATTCTTAGGGAGG 

GAGAGGTTATCTGTGCGGGGATGCAGAGTTTGGGCTGACCTGGAAGATCA 

GCCCTGTGCAAAATGTGGGTGAGCAGCAGAAAAAAAAAAAAAAAACATTC FIGURE 10 

CAAAGGAGTGATTTCCCAGCAGGGAAAGGAGGGGAAGCTGCTTCCTGGTG 

CTGGCAGCAAAACTGCTGTGTCCTCCATGGGAACTCTGCTGGTGGGCATC 

TCCCCTCACCCCTTCCTCATCTGCCCTGCAGCATCCACGTGGAAATCCCC SUITE 18 

CCTGAAAAAGCCCATTTTGTGACCATGCATCACATTTATTTTCGCATTCA 

GCATCAGACGGACACAGGCAATGGGTTGGGGGATGGGGGGGGGGTCTGAG 

GGTATATCTTTTTGCTGAGCCAGGTTTTGAGTCATGGGGGATAATTTCAT 

TCCAAGGGGAGGGGGGCATTTAACTGCAGGTGGTAACAATGAAAGGCAGT 

GGGAGTTGTTGTGATTGCATGGGGGAAAGCACTGGTTTTTTCCATAAATT 

GGGACTGATGTGGCTGTTGTTGCTTATTTTTATGGGGGAGGGTTGTGGGG 

TTTTTTTCCCCTATATTACATTGCATTTAATTTCAGTCCTCTCTCATTGT 

CTATCCCTGGCAATGCTAGGACTTCTCCTTGCTGTTTTCTGTTGGGCGAT 

CATTGCCACAGAGGGAGGAATTGCTTTTCATTTGGGTCACTGCAATGAGT 

TTTAGCACCCAGAAATATATCCTTATGGGTCTCTGCTTTTGGGGCACTGC 

TGATGGGTGGAAGTTTTGGTTTGCAGGTGAAGTGGAAGCCCCAAAATGGA 

GGAAGTGAGGGAATATCCCCATGTTTTGGGCACAGAATGGAGCAGGAGGG 

AAGGTAACAGCCGAGCCATGCCCTTAACACATCTGTTTATTGTTATTATT 

ATTGTTATTATTTTATTGATTACTTCTTTAACTTGAGAACAAAGGGGAGG 

GATGTGGGTGGGAAGAAAATGAGTCTCATTTCTTTTAGCACTTCCCTCAA 

GGGGAAAATTTGTGTTGGTTGTTGAGCAGCAGGTGGACTTCTTGCTGTGA 

GCAGCCACATTTTGGAAGAGTTCTGTTGTTATTAGCATTATTTATGCGAT 

TCTGTGATGTTTTTATTATAATTAATTGTAATGAATCCTCCCTGAGGCAC 

TGGATGGGGGAAAAAAAAACAACATTTTGGGGTCTACTGCTCACACCTGG 

GGTGCACTGTTGCCCATTGGAGGTCCCTTCTCCCATAGGTCCCAGCCGTG 

GGGCATGCGTTACCTTCCAGCTCACGATGGCAGCGGTGTTCACAGTGCTG 

CTCATCACTGCTGTTGCCTTTGCAGGTGAGTGCTGAGGGTTCCAAAGAGC 

AG AG AAAAC C C TT T G GG 
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TTCTCCCACAGAATCCACCAAACCCACACATTTTCAGGTCCCGTCCAGCT 
CCCTGCTCTATGCTTACCTCTTCTGCCTTCTTCCGGAGCACAGCCAGCTG 
AGACTGCAGATTTTCACACTTCATTTTTGCTTGTGTCCAGTTCCCCTTTT 
CTGTGGAAAGCTCATAGCATCGGTCCCCTAAAAGCCTCCAGAACTGGGGA 
CAGAGCAGGCAGGCAGCAGGGGCTGGAGAGAAAGAGCCGTGAGCATCTTC 
AGGTGGGAGAAATCCCACCCAGGAGGATTTCCTTGGGAAGGGCATTACCT 
GCAGAGCTGTTCCATGTGGATTGGCAGAAGTACTGCTCAATGGAGGTATT 
CTCGCAGAGCTCTGTCCCATTCCTCCCGTTGGTCTCAGGGCAGTGCCGGG 
CAGCGCTTGGAGGTGGTGTTGTTTTCTGAAAGACTTTTGGGCACAACCTG 
GGGTGAGACGCGGCCCTATGGGGCCAACCCCGTGGAAACCACGCAGGGTT 
GGGGTTGGATCCTCGAGCTCTTTTGCAAAGCCTTTCTGGCTATGGTTGCA FIGURE 10 

CTCAGTTAATTAAACTGTCTAAAACCATATTTTGTATATAATTAGACATG 

ATGTTTACTGCTTCTGTCCCCCCCTTGGTTTAAGAGCAGAGAGGCTCTTG 
CAGAAGGGAATTCCTCTCACTGAGTGCCACTTTGGAATTGTTGTGTGATC SUITE 19 
ACCCAAACTCCAGTGCAAAGCCCCAGCCCCACTTTGGGCAGAATGAATGT 
GTTTTCTGCTCAGAAGAGCTTCGATTTCCTGTGCA 
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CTGCGCTGGGGATCTTGTWTCCCCTGGCAATGGGAACAGCTGTTGGGTG 

CCTTTTTTGGGAAAGATCTCTTTATCGGTGCATGAAGAATGAAGCGACTA 

ATGGGGAATGGAAGGAGTGGTGGCTGTTTGAGTAATTGACTGATAGGTTG 

ATGGAGGGATACTTGAATTAAGAGCTTTTGGCTCTTATCTCATTGCCTCT 

GTGCACCAGGTTTGGAGTGGGCCAGGCCCTGGCACGGTCAACTTGCTCAC 

TGTTGGCAATAGGAACATTTTTTGAGCCTCAGAGAGATTTTGTTGGAGGA 

ATGGATGGATCATTCATGTCCTGGTTTGTCTGGGGGGGACCAATGTGATG 

GATTAATTTTTTTCAGTATAAAAATAGTTTGTCAGGTGAACTTCTGGTGA 

CTGAGTGGATGGTTGGATGGAGGGATGTGAGTTTCTGTGGAGGGATGGAT 

GGTTGGAAGGTTTGTTGGATGCACTGTTGAGTGCTGGTGGGATCTACATT 

T GG GG C AAT G G ATG G AT G GACT CT G AG AAT AT AGACT AT AGCT GAGT T GG 

CAATGACCAAGAAGGACCATTGCGTTTTGTTTCTGGCTTCATGTAGGATC 

ACCCAGGAATTAAACCCTATGTCATGGTTTTGTAACTTCGCTATTGGTAT 

TCCACATCATAACATCATGGACAAAAGAGAAGAATAGCAAAGTTACAAAA 

CCATGACACCCTACTTCTGAAAGCAGTTTTGAAATGCTTGGGGAGCTGAA 

TGGTTGATGGTGTGGTGGAGTCGTGGGGGGGAGGTGTCCCTGTGGGGCAG 

TCCCTGGGAAGCTATAGCTATAAGTCACCCCAATGCCCCCTCTGTGTGGG 

AGTAGTGTGGGTGGGGGTCACTGGGATACCACAGTGGGGTGGAGCCCAGG 

GGAGTGTCTTTGAGGTCAGTGGGGGGTGAGCAGGGCTCTCTAGAGGCCTT 

TGGGGGGTCCAAAAGGAGTTGATGAGAGAGAGAGTGTGGGAGATCCATGG 

GGGGGCTGCAGGCCTCAGTGCCCTCCATCTCTTGCCAGGTGCCCCAGGAA 

CACTATGGGTGGGGACACTGTGGCCCCGCAGTGCTCACCTGCATTGGGCA 

CCTCCCCATGTCCCCCCTGAAGGCTACAACCTCATCTATGGACCCCCCGG 

TGGCCCCGTGAAGGTAATACCCCATAGCACTCCCTGAACTTCCCAGGGGA 

TCTCCCTGGGTATCTCCTGGGGTACCCCAACCCTCCTTGGGGACCCTGCT 

CCCACCCTGGGGAATCCAAAAGTCCTCCACCACCCAAGCACCCTAAGAAC 

CCCACTGCACCCCACTATCCCTTGAGGTCCCCAATACTCCTTTTACAGCA r? Tri1vv 

TTCCCATCCTCCTCCTTGGCCCCTTTATGCTCTCCAGAGACATTAAACAC IGURE 10 

CCCTGTAATGCCCCTTAGGGACCCCTGCAGCAGCCCAATAATCCTCCCAT 

GTCTACCTCCAGACACTGCAGCTGCCCCCTGAAGCAACATCCAAGGAGCT 

GTGGGGCCTGGAGCCCAGTGGACGCTATAGGGTGCAGCTCTGGGGCCGGG SUITE 20 

GGCTGGAGCCCCTTGAGACCACCTTTGACACCCGTGAGCTGGGAAAGGGG 

GTCCTGTGGGGTGGGAAGGGGCACTTGGGTGGAGGACTCTGGGATACCCA 

AATACCTGGATGATTTGGGGTGCTGGGGACATATGGATGCTGGGTCCTGA 

AGTATGGAGGGGGGTACCAAGGAATCTGCATCCTTGGGTGGGGAGCTCTG 

GGGGTTCCCAAGTACCTGAATAATGGGTACCTAGTTAGGGGAATGCCTTG 

GGGTGGGGGGGGGGCGGACACAGCGGGATGCCCTCGTCCCTTGGTAGGTG 

AACAGGGACACCCAACTGGTTGGGGCCACCTACACTGCTCTGTCCTTCAG 

CACCCCTCCCCCACCCACATCCCCGGGACTGCGCTGAGGAGCAGCTCAAT 

GGACCGGGGCCTTCACGAGAGGTCCTCATCTTCCTCGGGGGCGACCGGCA 

GCGGCCACTGCACGTCTTCTGCGACATGGAGAGCAATGGGGGCGGCTGGC 

TGGTGGGGAAACGGGGCGGTGGGGAGGGTGTCTGGTGGGCTCTAGGGGGT 

GCTATGAGGAGTCTGGTGGGCAATGGGGGTCACAGGGTGGGGTGGCTGAC 

TCCATGGTTGCCATTATAAGGGTTGGATTGGCAATAAGAGACCTGTGGAG 

CAACTGGGGGCATTTGGGGTATCTGGGGAGGTTCTGTGGGGGTTGAGAAG 

CAATGGGGGGGGGGAGTGGGGGAGGCTGGAAGATTTAGGGGAGGTTAATG 

GGAAGGTCTTGTGGGGCAATTGGGGTAATTCTGGGAACTGCAGGGGGATC 

CCAGTGTTCCTGTGAGATTCACATACCCCCTATACTATCCATGGGGATCA 

C AGT AACC CT C T GG AACT AT AAAT GGGG GAG AACCC AG GG AGC AAT GGGG 

GGCTGTGGTGGATCTGGGAGGGGCAATAGGGTGCCCTGGGGGGCAATATG 

AGGGTCTTAGGGTGCAATGTTGGGGGTCTAGGGGGAAGTAATGGGGGGTC 

TGGGGGCAGTGGTGGGGTCTAGAGGGG 
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GGAGGGAGCACTCACCCAGGTCTGAAGCTAGTTTATCTGCAATGAAACAA 

ATAAGAAATGCATGATGAGAAGGGTCAGAATATCATCCCATGGCTGATCC 

CATGGGAAGACCCCGAATCTCTTTGGTTTGCGGAGGAGGACTCACCCAAC 

TGTGCATTCCTTCTCTCTGCAAAGGGAAAGCAGAAACAGTGTGTGGTGAG 

AGGAGCAGCTCATCCCACACATCGCACAGGAAAACCCCCTTTTTTATTTA 

ATTTGGAGGGAGGACTCACCCAGTTCTGAAGCTAGTTTCTTTGCTAAAGA 

AACAGATAAGAAATGCATGATGAGAAGGATCAAATTATCATCCCATAGGA 

ATACCCCAGATCTCTTTGGTTAGCGGAGGAAGACTCACCGAACTCTGTGT 

TTCTTCTCTCTACAAAAGAAAGGCAGAAACAATGCATGAAGACAGGAGCA 

TCTCGTCCCACAGCTCCCAAAGGAAAACCCCTTTTTTGTTTAATTTTAAA 

GGCAGCACTCACCCAGATTTTCAACTAGTGTCTCTGCAAAAGAATCAAAT 

AAGAAATGCGTGATGAGAAGGGTCAGAATATCATCCCATGGCTGATCCCA 

TGGGAAGACCTTGAATCTCTTTGGTTTGCGGAGGACTCACCCAACTTTGC 

ATCCCTTCTCTCTGCAAAGGAAAAGCAGAAGCAGTGCGTGATGAACTGAA 

CAGCTCATCCCACAGCTCACACAGGCATCCCTCATTTTGTATTTTGTTTG 

GGAGGGAGGACTTACCCAGTTCTGCAGCTAGTGTCCCTGATAAAGAATCA vrriwv 

AATAAGAAACGCATGACGAGAAGGCTCAGGTTATCATCCCATGGCTGATC FIGURE 1 

CCATGGGAAGTCCCCAAATCTCTTTGGTTTGAGGAGGGAGACTCACCCAA "~ 

CTTTGCATCCATTCCCTCTGCAAAGGAAAAGCAGAAACAATGCATTATGA SUITE 21 

GAT GAATGACT AATT GC AC AGC T C C C AAAAC AT T AAAAAAAAAAAAAT AG 

TGGGAAGGGAAACTCATCCACTATCGCAGGTAGTTCTGCTGGAAAAGAAA 

GAGCAGAGCAGTGCATGGTCAGAGAGGACAGCTGCTCATCCCACAGCTGA 

T GC C AT GGG G AG AC C CT G AATT C C CTC ACT TTGGGGAAG GAG ACT T AC CC 

AACTCTGCATCTTTTCCCTCTGCAAAATAGAAGCAAAGGAAATGCATGGT 

CAGAGGGAACACCTTCTCATCCCATGGTTGCTCCCATGCCAATACCCCCA 

AATCTTTGTTCTGGTAAG 
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CAGTGACAGTGCAGGTGGAGGGACACGGCGAAGGGACGCTGACGGTGGGT * 

GGCTGCATGGACATTGGTGTCATCTCCAAGACCGATGTCCCCTCACAACC 

TCCCCTCATGGTGTCCCCTCATGCTGCCACGGTGTCCCCTGCTGTCCCAT 

CATGGTGTCACGCTGTCCCCAGGTGCTCCGCCAGTTCCGCCTGCTGTCAC 

CTCCGAACGCCACGTGCCAGGCGCTGCACCTGGAGGTGGCCATCACCGGC 

CCCATCCTGTACCATGGTGAGGCCCCACCCAAAGGCCCCGCCCCCTTTTC 

CTCGCGGGGGGCGTGCCCTCAACCCTGTTTTGCATATCCCAACCCCCAGC 

AGATGAGGACTACGAGGACTACGAGGACTACGAGGAGGCGGAGCCTAAGG 

AGGGGGAGGAGCCTACGGAAGGGGCAGTGCCCGTGGAAGGGGCGGGGCCA 

GCAGATGACCCCGCCCCCCTCAGCCCCGTGTCCTTATGGGATGCCCGTAA 

GCGGC AACGCCGCAGC AC AC AT AACCCTGCCC AC GAGGTGGCCTTCCTGG 

TCTGCTTCCGGTGAGGGGCGGAACTTCCTGTCCCTGGGGGCGGGTCTTCC FIGURF 1 n 

TGCTGATGGGCGTGGCCTGTTGTAGGCGGAGCCCAGGGGTGGCACTGACT 

GGGATGGCGGTGGTGGAGATCACTCTGCTCAGTGGCTTCTCACCCCATAG 

AGCTGACCTGGACAAGGTAGGGGCCCAGGGGGACTTGTGGGACATGTTGG 
GGGGTTGAGGGGAGTTATGGGGTGTGGGGTTTGGGGGTGTTGGAGTTGTT SUITE 22 
GAGGTGGCAGAATGTTTGGGTTGGAGTCATGGGATATGGGG 
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CCACTCTTGGGTGAGCTGACAGCGTCCCACGTCAGCCCCGACTCCGTCCA 

GCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGGTGCAGT 

ACAAGGATGCACAAGGCCAGCCACAGGTGGTGeCC6TeGACGGTGGGTTG 

CGCACAGTGACCGTGCCCGGQCTGTCGCCGTCCCGCCGCTACAAGTTCAA 

CCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCACTGATG 

CTGTCACAGGTGAGCATGCTGTGTTCTGCCTCCATGTTCTTTTGCTTTCA 

GTGTAGTTGTCATGTGGCAGGAACCTTTCAGGGCCACTTTTGGTTAATGT 

TGCCTTAATAGTCAAGGAAACAATTTGTTCTTGTTGAGTGGGAATGCCTA 

AC GG GAT G G G AGT TT GG AT GAT GAGAGGAC AAAT C T T AT AAGGG AT G ATT 

G AT AAT TAT T G C GGAAC G GAT G G AAG GAAG GT T G GAT G GAT G G AAT GGT G 

TTTGGATAAATTTGTGCTCAGAGCACAGCTGGAGTGTTGGATGAATGTTG 

CTTTGCTTGTTGAATAGATGGATGTTTGGTTGTGTGGTTGCTTCCACTGA 

GAATTCCTCCCTCTGTGCTGCAGCAGCAGCTCCAGCACAAGAGGAGCCAC 

CTTCCCCACCACGTCTGGGTGAGCTGACAGCGTCCCATGTCGGCCCCGAC 

TCCGTCCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCAC 

GGTGCAGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACG 

GTGGGTTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTAC 

AAGTTCAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTC 

CACTGATGCTGTGACAGGTGAGGGCAGGAATTGGCACCTGGTGGGCTCTG pTGURF 1 

GGTTTGCAGCAGGTAGAAATGTAAACGTGGCCTGCGCTGGGGATCTTGTT 

TTCCCCTGGCAATGGGAACAGCTGTTGGGTGCCTTTTTTGGGAAGGATCC 

CTTAATCGCAGCATGAAGTATGAATGGACCAATTGGGTGTGGGTGGAGTG 

ATGGCTGTTGAGATGAGTTGGTGGCTGCTTGAGTAATTGTCTGTTGGAAT SUITE 23 

GGATGGACAGATATGTGAAGGAGTGAAAGGATGGATAAAGTAATTTAGGA 

ATCGGTGGATGAAGAATGGGTAGGTAGACCCTTGGTGAAGTGGTAGAATG 

GAAGGATTTATGAACAGATATGAGTTAATTCTTGCATCGAAGTAGGTGTA 

AGT GT CT AT TAG C CT GT T G C ACT GAAC AT G C AGT T G C AT AGAC AAAT GAG 

TGGGGAGAAGTACGGAGTAAATCCCTGCATGAATGGTAGGACAGAAACCT 

GAATGCCTGGATGCTGGCAGTGTGAAGAATGGCACTTGGGATAGATGGTT 

CG AGT AT GGG GT AG AT T AAAAG AT GG AT G G AAAAG AGG AAC AG AG AGAG G 

GTGATTGGATGAATGGATGGATGGTTGGATGTGACTGATTGACAGGTACC 

AAGCTTTTTTCCTGCACTGTGCCTTCTGTGCTGCAGCTGCAGAAGAGACG 

GAGG AG GAAC C AC C GT C C C AGC C AC G C C T AG G AG AG CT G AC GG CAT C C C A 

TGTCAGCCCCAACTCCGTCCAGCTGGAATGGAGCATCCCTGAGGGCTCCT 

TTGACTCCTTCACGGTGCAGTACATAGACGTGCAAGGCCAGCCGCAGGAG 

CTGCACTTGGATAGTGGGTCGCGCACAGTGACCGTGTCTGGTTTGCTGCC 

ATCC 
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GCACAGAAGGAACCGCCATCCCAACCACGCCTGGGTGAGCTGACGGCCTC 
CCACGTCAGCCCCGACTCCGTCCAGCTGGAATGGAGCGTCCCCGAGGGCT 
CCTTTGACTCCTTCACGGTGCAGTACAAGGATGCACAAGGCCAGCCACAG 
GTGGTGCCCGTGGACGGTGGGTTGCGCACAGTGACCGTGCCCGGGCTGTC 
GCCGTCCCGCCGCTACAAGTTCAACCTGTATGGGGTGTGGGGGCGGAAGC 
GTCTGGGCCCCATGTCCACTGATGCTGTCACAGGTGAGCATGCTGTGTTC 
TGCCTCCATGTTCTTTTGCTTTCAGTGTAGTTGTCATGTGGCAGGAACCT 
TTCAGGGCCACTTTTGGTTAATGTTGCCTTAATAGTCAAGGAAACAATTT 
GT T CT T GTT GAGT GG G AAT GC CT AAC GG G AT G G GAGTTT GGAT GATGAG A 
GG AC AAAT CTT AT AAGGGAT GAT T G AT AAT T ATT GCGGAAC GGAT GGAAG 
GAAGGTTGGATGGATGGAATGGTGTTTGGATAAATTTGTGCTCAGAGCAC 
AGCTGGAGTGTTGGATGAATGTTGCTTTGCTTGTTGAATAGATGGATGTT 
TGGTTGTATGGTTGCTTCCACTGAGAATTCCTCCCTCTGTGCTGCAGCAG 
CAGCTCCAGCACAAGAGGAGCCACCTTCCCCACCACGTCTGGGTGAGCTG FIGURE 10 

ACAGCGTCCCATGTCGGCCCCGACTCCGTCCAGCTGGAATGGAGCGTCCC 

CGAGGGCTCCTTTGACTCCTTCACGGTGCAGTACAAGGATGCACAAGGCC SUITE 24 

AGCCACAGGTGGTGCCCGTGGACGGTGGGTTGCGCACAGTGACCGTGCCC 

GGGCTGTCGCCGTCCCGCCGCTACAAGTTCAACCTGTATGGGGTGTGGGG 

GCGGAAGCGTCTGGGCCCCATGTCCACTGATGCTGTCACAGGTGAGGGCA 

GGAATTGGCACCTGTTGGGCTCTGGGTTTGCAGCAGGTAGAAATGTAAAC 

GTGGCCTGCGCTGGGGATCTTGTTTTCCCCTGGCAATGGGAACAGCTGTT 

GGGTGCCTTTTTTGGGAAGGATCCCTTAATCGCAGCATGAAGTATGAATG 

GACCAATTGGGTGTGGGTGGAGTGATGGCTGTTGAGATGAGTTGGT 
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CTGTGTCCCCAACCTGCTTGGTGTTCCCGCAGGACACGCTGGTGGCCCTG 
GAGGCGCTGGCCCAGATGTGGCTGCACTGGGGCCGTGGGAACACAATGGG 
GCTGAACCTGGGGCTCTCCTGGCCGGGGGGTGCCCGGGGGAGGGCTGGTG 
GCACTCAGGTTATGCTGAAGCCGGGGCTGGAGCCGCTGGAGCAGGAGCTG 
CAGGTGGGGACATGGCGGGATGTGGGGACACGAGGGATGTGAGGACACTG 
GGGACATGTCTGGACTTGGTAGGATGTAACATGAAGACACTGGGGACATG 
GTAGGACATGGGGGACATGAGAACACGGGATGTGGGGGACATGGTAGGAC 
ATGATGGACACAGGGCTTTGGGGTCCTTGGGTCCTCGCTCTGTCCCCATG 
TCCCCAGGTGCCTCTGGGCAGCCCAGTGACAGTGCAGGTGGAGGGACACG 
GCGAAGGGACGCTGACGGTGGGTGGCTGCATGGACATTGGTGTCATCTCC 
AAGACCGATGTCCCCTCACAACCTCCCCTCATGGTGTCCCCTCATGCTGC 
CACGGTGTCCCCTGCTGTCCCATCATGGTGTCACGCTGTCCCCAGGTGCT 
CCGCCAGTTCCGCCTGCTGTCACCTCCGAACGCCACGTGCCAGGCGCTGC 
ACCTGGAGGTGGCCATCACCGGCCCCATCCTGTACCATGGTGAGGCCCCG 
CCCCCTTTTCCTCGCGGGGGGCGTGCCCTCAACCCTGTTTTGCATATCCC FIGURE 10 

AACCCCCAGCAGATGAGGACTACGAGGACTACGAGGACTACGAGGAGGCG 

GAGCCTAAGGAGGGGGAGGAGCCTACGGAAGGGGCAGTGCCCGTGGAAGG 
GGCGGGGCCAGCAGATGACCCCGCCCCCCTCAGCCCCGTGTCCTTATGGG SUITE 25 
ATGCCCGTAAGCGGCAACGCCGCAGCACACATAACCCTGCCCACGAGGTG 
GCCTTCCTGGTCTGCTTCCGGTGAGGGGCGGAA.CTTCCTGTCCCTGGGGG 
CGGGTCTTCCTGCTGATGGGCGTGGCTTATTGCTGAGGGGCG 
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CCTCTGCTGCTTCCAGAGCAAAGGAAAAGGGAGAGGGGGGCTCCCACCAC 
CCTATCCCAGAGCATCAGATGGGCAATGGATGCAGCAGCTCCGTGGGTCG 
TGGAGGTGGCACGTGGCAGGAGCGAGGACGGCTCGGAGATACCGAGGTCA 
TCAGCCACCGAAACCATCTCAGGAAAGGGAATTTCCACACAAAACTCCAT 
TT GG AG C AC CT GG C AG AG AAG CT G AAGCTTT T GGAGCT GG AT GG AG AC AG 
AGGGGAGAAGGAGAAACTCTGCTCGTGGCGCAAGAGGACATTCCCCTCCA 
AT GG AC C AC GG GAT G ATG G AG GTC C C AC T GG AG C C C CC AT AAAG GAGT C A 
GTGCAGGAGGATGTGGTCAGCCCTGTGTTATTCCCTAAAGCCCTGTTTAA 
TCCTTCATGTCCATGCTGAAAACTTCTTCTCTGCGAAGTCCAACACATTG 
CATCTCTTCCCTTCTTTCTCCCATCACAATATCCTCCCCAAACCCCTTTT 
T CTT C CT CC AGGAG C AGATT C AC AGCG AT CT GG AG AAC CT C AAGAAACAA 
AAGGAGGAGCTCTTAGAACTCAAAAGGAGTGGGGAGAGGCGATGCCAAGA 
CCTTCTGGTAAGAAGCTGTTGCCTTCAAGCTGGAAAAACAGAGGTCTTTT FIGURE 10 

T G GG GT C C AC G T T GT T GATT TT C C AC AAC C T AC AGAC AC G G AC G GAG G CT . 

GAGAGGCAGAAAATTGTGTCAGAATTCCGTCAGCTCCGCCGTTTTCTGAA SUITE 26 

GGAGAAGGAGATGGTGCTCGTGGCACGGCTGGGGGAGCTGGACAGGGCTG 

TGCTGAGGAGGCAGGAGGAGGAGGAG 
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AGCCCAGCACTCTGCAGTCTTCTATCAGTTCCAATAGAGGAATTTTGGTG 
GTAGAAGGGGCTGGAAGGACTCACTCTGCTTTGTGGTCTCAGCTGCTGGA 
AAACAAAGCAGAGAAATAGCTGGTCAGCAGGGCAGCTTGGTTTCTGGGGA 
CGTCTCCAGAGGGTCTGGACCTTTCCACCTGCCCCACGGTCCACCCACAT 
TCCTATCTTTCCGCCCACACCCCTTTTTCCCTTTCCTTCATTCCCAATCA 
AAC G G C AAAT GTT ATTT AAT GAC C ACT GT C AAT C C C CAGAAAAAT CTC C C 

TTTCTCCTGCATACCTCCACGGACCTGAGCTCAGCACCACCCCGACCATC 
CCTATCCCTGCTCAACACCTCCCTGTGATCCATCCCCTCCATGCTCAACT 
C AC CT T T CT T C CT AT AG AGAAAAAC AGT GAT GAC AAAT GAC C C AAC C AGA 

ATTGTGACGATCACAGCCAGAGCCACCTTCCAGGGATGGGTGATCTGGGA 

AAAGGGGTCTGGAAAAAACATCAGGACAAGGGTTCCTTTTCCATTCCCAT 

AAGTGGAAAAGCAAGACTCAGCCTTGGGACATCACAGAACCCAAAGGGGC 

AGCAACCAGGGAGCAGTGATGCACAATGACGGCATCCCCATATTGGCACA FIGURE 10 

GGTGGAGGAGCTGCTCAGCATCGTGTGCCCACTGCCACTGAGCCATGGAG 

AAACCCATCCCAGAAATCCAACCCAACCACCTCATCCATGCAGACTTATC 

CACAAATTGCACTGTGCACCTGCTCCAACACCAGCATCTCATGGAACAAT SUITE 27 

TTAGCTCCGACCTCTTCCAAAGGCTGCTGTCCTTCAGCTTTCCATCCATG 

GATGTGAGGATGAGGATGGACAGAGGTCGGGGTGGGACACACAAACCCAG 

CAACACCTGGAGGCGTCACCCCAGCCACTGACCTGACACCTCCAGGTCCA 
CCACAGCGTCTGCA 
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CCCAGCAAGGCCAAGCGCCGCCATAACGTCAGTGCCGGTGAGACTGTCTG 

ATGCGGTTGCGCGAGGAGAGTCACTGAACATCGGTGATTTAGGCGCAAAG 

TATTTAGCGATTGATTCGAGGTTCATTATGCGGCTTCCTTCTGTGGCTGG 

TGGGTTTTGGTCTGGCTGTGCTTTACTATTGGCGGCATGCTGGCGCGCTT 

AACGCTTTCGGCCTGGTATCGGGTTATCTCGTCTCTGGTCATGATGGCCT 

CCGATTCCAGGCGCGAATTGCATCGCGCTTTGTTGGATAGGTGTCAGTTA 

TCGGCTTAATCAAGCATTGCTTTGTTGAACAACCGGCGTAGACACCATCA 

CCATCAGAAAAAAGTTCTGCGCCGCCGCCACAGAACGGACACTCAAGCAG 

AAAAGCCCAATGAGGTAGCTTGAGATCGAATATCATTGGTTTCATGCTGC 

CTCCCGCTGTTTCAGTGCTTTGAGCTTGTCGCGGTACTCATCCCGGATCC 

GGATGAAGTCTTCACGGCGGTAGTTGGTCATTTCGTGGGGACCATTGAGC 

CAGTTGACGTATCCCTGACCGTAACGAGCGACCAACCCAGCTTCGTATTG 

CTGCGCCACGGTCGCCTCTTTGGCGGTGTACTTGCCAGCTCCGGCATTAC FIGURE 10 

AGGATTTGCACTGCTTATGGGCGTTGCGTTCTTCAAAGCGCAGTTCAGGG 

TAAGCACCTACTGTCTTGAAATGGCCGCAATCCCACTGGCCACCATGCAG 

ATCAGGCGGATTGGTCTCGCCGCAGCTGATGCATGGCAAATCGGCGTCGC SUITE 28 

GCGCACGGATAAAGGCGTTGAAAGCTTTCTGAGCCTGAGCCTTGTAGTAT 

CCGTCTGGCCTGAGCTCTGCCAGCCGCTCCTTGCGGCGTTTGCGCCCGTC 

CTTTTCAGCCTCTTTTTGCTCCTTGATGCGCTTAGCCGCGGCTTTCACCT 

TCTCCTTCTTGCGTTCTTCCATTGCGAGGATTGCGCCATGCTCCGGGG 
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CCCTATGGGGCCAACCCCGTGGAAACCACGCAGGGTTGGGGTTGGATCCT 

CGAGCTCTTTTGCAAAGCCTTTCTGGCTATGGTTGCACTCAGTTAATTAA 

ACTGTCTAAAACCATATTTTGTATATAATTAGACATGATGTTTACTGCTT 

CTGTCCCCCCCTTGGTTTAAGAGCAGAGAGGCTCTTGCAGAAGGGAATTC 

CTCTCACTGAGTGCCACTTTGGAATTGTTGTGTGATCACCCAAACTCCAG 

TGCAAAGCCCCAGCCCCACTTTGGGCAGAATGAATGTGTTTTCTGCTCAG 

AAGAGCTTCGATTTCCTGTGCAGCAATGTGGTTGGGATCTGATCACTCAC 

CGCACACGCTGAGCCCTGTCACCAGCAGCAGCAGCAGCAGCAGCAGCACC 

CCCAGCATGCAGGCTTTCTGGAAGTCCCACGGAACTGGAAGAGCCCACAC 

TTATATAAAACAGACATTTTGAAAAAACTTTTCCTTTTACAGAAATGATC 

T C C CT GT GAAAG AG C C C CT C C AC C AAC C T G CT AC GTT AG AG C AGAAGTT G 

ATGGCTGCTTTGGTTCCTTGAGAATTTGGGGTCCCCGGACCCTTCCCATT 

GGTTCCCATGCTGTGTATGAGCAGAAGTTGATGCCTGTTTGTTTTCCTCC 

AGTTCCGGGGTCCCCTGGACCCTTCCCAGTGGCTCCCAGTGGTTCCCAGC T? TriTVU 

TGG GAAGGAGGT GG CACAGAGGGGT GAC AGC AGCAGGGAG CAT GGGATGG FIGURE 10 

GCTCCCGCTGGAGGTCAGATGGACACAGGGACATCACCTCCACGCGTGGT 

TCTGGAGGTGGTGGAGGCCCTGCAGGCTCCATAGAGCATGGGGTGGAAGC SUITE 29 

TGAGCAGCCCCCAGGCTTTGTGAGCCGAGCCCAGTGTGGGGCAGCCGGTG 

GCTGGGAGGGCGGGGATGTCTGCAGCCCTCATGCCACGTGGATGCAGGGT 

GCGTTTGCCACCATTTCATTCCATTCTCTCACATTGGGCTTCCCGATCTG 

GGCTGATTTTTGCTCAAAACCACCACACCTCTGGCCATTCCCAGGCTTCC 

TTCTCCCCCACCCCTTCCTTTACTCCCCCATACAAGCCAGGGTGGACCCA 

GAACCCAACCAGCATTGCTGGTGTTTCTCA 
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_XCGGCATCACCGGCGCCACAGGTGCGGTTGCTGGCGCCTATATCGCCGAC - 
ATCACCGATGGGGAAGATCGGGCTCGCCACTTCGGGCTCATGAGCGCTTG 
TTTCGGCGTGGGTATGGTGGCAGGCCCCGTGGCCGGGGGACTGTTGGGCG 
CCATCTCCTTGCATGCACCATTCCTTGCGGCGGCGGTGCTCAACGGCCTC 
AACCTACTACTGGGCTGCTTCCTAATGCAGGAGTCGCATAAGGGCATCGG 
TCGACGGGATCACGTTGTGTCCCTGAAGCTCTCCTGTACCCAAACACAAA 
GGTGATGTCCCCAGCATCCCTATCCCAGCACTCTGGGGGACTCCTATTGA 
ATTCCTCCTTGGGCTTGCTGCCTTCTCTTCCCGTTCCCAGAGATCCCAAA 
AGGTTAAGCACCTTTGGGTCAGTGTTCAGAATTGTCACTGCCAGTTTTGG 
GGTATCAGTGGCAAATTGAGACCCTTTTACCCAATCTTGCACCACTCTGG 
TTCCCCAGTCTTATGGTTTTAGATGGAGTAAAAAGGTTTATATGTGATAA 
AGTTCTTCTGTGTCTGGTTATTCGCTGCTTCTGGATGCCAGGATCATGGG 
GATAAGGGGAAAACAATGGGTTCTCTTATGCGTAGAGATGCAATCAGATG 
G G G AG AAAAAGAAAT CTT AAT C TTT CT G AT C C AT CT G AC AG AT AT T C AGT 
AC AG C C CT GAG GAT GT GG GAAAT AAAT CT G AAGAGT TT GTT GG C AGTT C C 
AAGGATTTGGAATGACTAAATCCCATTCCTGGTGTCTGCACAAAGTTGGC 
T GT GT T GG AAC C C AGAAAG AT C C AT GCAAGTGGGTC AT CCCTGAAAG CAT 
TGTGTTCTGCTGTCTGCTAGCGGAGAGAAAGACACAGAGGGGAAAATTAA 
GTGTTTTATTGTTAATTATTGTACACTCTGAGGTTTCAAATACCAAATCT 
TTAACGAGAGCGGACCACTTGATTTGAGGGTGACCATCTCAGATGGGGAC 
AACTGTACCTGATCAGGCAAACCTGGGGGAAATTTGCCTTTCTGCCACTC 
TTTTGGGTGGGATTTTCCCTTTTGACCACCATTTTCTACATTCTAATCAC 
CCATTGCAGCACTTCTCCCCCTTTTTTTTGCCCCATTTTTCTCCTGCTCA 
GCACTTCTTAACAATATAATATAAATCAATATCATATCAATATGATTCTA 
T GC C AAT AG ATT AAT G G GG AT G AAAG AC AC AT AAAAAC C C AAGT C CT C AT 
TTCATCTGCTTCCCATGGGATGGGTGGGGAGGTGGCTGTCCCCTGAGGCT 
GTAGGATGTGGGGTCACCCTTGTCTGTGTCTCAGGGACACAGCCTCAGCT 
TGGACCTGACCCCTACCACCCACAGCCACGGACGGACCCTCTCCCCAGAG 
AAG G AT GC AT G GGAAAAAAC AAAG AT GAG C C C C C CTT CAT C AGC AT C AAA 
AAATGCCACCGTCCCTCCAGCGTAGTCCAAGTGGACGCTGACCCTCCTGG FIGUR E 10 

GCACCCAGCGCAGAGCTAACAGGGTCACCTTGTGGGTGGTGAGTGCCCGG 

ACCTGTCCCCCCCATTTCTCCACCCCCCAAATCCCCCCTTTGGGACAGAG o UITE 30 
GCTGAGTTGACCCTTCCGAGGGATGGATTCTCGGGCCACACCGATGGCCC 
AGTCCCCTTCATCCCCCACTTCCACCTCCCAGCAGTGCCGGCCGGCAGAG 
AAGCTTTGGTGGCCCAAAACAAAGGGCCAGTAGGCGAATCTTTCGGGGTT 
ATCAGGAAGGTCCTGTTGTCCTTCCCCACGTTTCACACTCTTTCGGTCTT 
CGGAGAGGATGAGGTCAGGGTGAGCGGTGTCGGGGTCCAGGGTGATGCTG 
GCTGTGGGGTGGAGAGGATGAGGAGTGTAAGGTTTGGGTCCTCGGTGCTG 
AGGCCATGAGGATGCGGAGAGCTTGGATCTCCAGCACTAAAGGAGTTGGA 
TGTGCTCTAGATGGCCCCACCTGAGTAGGGTTGTAGGGTGGGACCGTCCC 
TTCCAACCTCAGCCATTCTGTGGGGCCATGGGTTGGCATCGGAAGGGTAA 
AAAGT AC C AAAG AAG AAAGTAAAAAGGT GAGAGGT G G AAAC CC CT C TC AT 
GTGCCCGTGCTATATGACAATAAAAGTGTTTTGAGCCCCCAGAATGCCCA 
GAAATAAAGGCGTTTCTGCAGACCTTCTGTTCCATTGGTCAAAAGAAATG 
GT GAG GG GAATAAAAAT GG AAG G AAGGAGATC T AT G G GAT ATT AC C TG C A 
AAGTCTGCAGTGCTTCATCTCCTAGACCAACCCGGACCAGTTCAGCCAAC 
CCCATGGTTTAAAAAACAGAGCTGAAATCTGAAGGCAGGGATAATGAATG 
AGTTCAACCCGCTCACCATATTTGTTTATGGGAAATGGATATTTATCAAG 
GCGAGGGATCTGCCCTGGGGCCATCATCCCAAATTACAGCCAGACTCGGC 
CTGCAGGGTGAAGAAAACTTGTTTGGCTGCCCTGATTTTTGTGTATTCCT 
CCCTCGGCATCTATTTTTGTCCATTTGGGTACAGCCTATGGGTCCAGGCG • 
CGCCTCCATCTAACAGGTAATGCGGCTTTAGGTTCTCATGCTCAGCAAAA 
GGCACTTTTAGGAAAGGTGAAGCTGGAGGGGTGCAGAGCCGGAGAGCAGC 
CCGTCCTTCACCCCTGAGCACTTCTCAGGAATTACAGCAAAACGTGTAAT 
TAAGAGTGGCAAACGGGGTATCGAGTCCTTCGGGTCTCAATTATTTTCCT 
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GAGTGGGAATAACCCGTTGCTCTTCCATCTCTCTGCATTATTCTGCTGCA 

GAACGAGTGATGGGCTGCTGGTTTTCACCAAAATACCACCATTTCCCACC 

CGAAACCCTTCTGAGTACCTTGAAGCCTCTTCAGGGTTTCCTTCAGAGCA 

CCGTTCCTCCATGAGGAATGGCACAGCCTCTCCTCCGGCCCTGGAGAAGC 

GCCCGCTGGCAGCTGGAAGGTCACTTTTCCACACCTGGAGGGGAAATAAA 

TGCATTTTCAGGTGGTTGTATCACAGAGCATGCCATCACTTCAGGACAGC 

AGAGGCCAGCACACGGCGGCCATCCCCAAAATACCCTTCAGGGCTCGCAG 

TTCCCCTGGAGCAGAAGAGCATTCATTGATGAGCTTTCTCCTCCATGGTC 

ACTGCCTGATGCAAAGCTCACAGAACAGCTTTTCAGAGAGGCCACATACC 

TGGTGATGGGGCTTTTCACATCCTGGGGACAGAAGAGAGGAGGGGGAGAG 

GAAACTCAGGTCAGTGCATGACCCATTTTGTCTTTAAAGTATGGAAAATT 

GAGCTGTTTGAGTGGGGGTGGACCTCTTGGGTCTTCCAACATGTGCCCAA 

TTTTGACTTTAAGTCATAGAAAAAGTGAATTGTTTGACTGGGGATGGATC 

TGTTGGGTCTTTCAACACATGGTCCATTTTGTCTTTAAATCATAGAAATA 

AAGAATTGTTTGACCAGAGATGGACCTCTGGGGTCTTCCTCCACGAGGAA 

GGTGAACCAACTGAGGAGCATCCATGCACGGCAATGAATCCTGCAGATCC 

ACCCCACTGCTGCTCTCCCAACCCAGCCGTGGATTTCCCCTCTTAAAACA 

GAC C C CAT GAGGAC C TT CT G C AGT AAG GT GAAAAT ACT GG GAAT ACT GAG 

ATGAGGATAAAACGGTGGGGGGAAAGAGGAGGCTGCAAACCTCCATCTCC 

TCATTGTGGTGGGGGTTTCAGGCTGATGGAACGGCATAAAATGGGAGGAA 

AACACCCAATTAAGGC AC CAT GC AATTGGTCGGGGTGGGGAGGACATCCC 

TAAAGGACTTTTCCCCTTGAAAAAGCTTCCCTGGAGGAATTCACTCACCG 

ACTGCTGGCTCTTCTCTCCCTGTGCTTTCGTATCCAGCGGGGAAATCTCC 

TCCGAGTGCTTGGCGGTGCTTTTCTGCCTCTTCTCAATCTCATTTTTCAG 

GTCTTCCAGCTGCCAGAGCAAGAAGGGCTCTGTGTTTTCCTGCCTGGAAT 

CTGAGCCCTCCCTACTGGGGCTCAGCTTTCCTTCTGATGCAGAAAGTGGA 

AAATAAAGAGCAGTGGGACTGGAAATACCAGGGGGGACTCATGAGTGGCA 

TCCCCCACTGGAGGAGCTCAATGGTGAGCTGGAATCCTTGCTAAGTTTTA FIGURE 10 

TCGAATGTGGGGGACAGGAGGAAGAAATCAAACTCAAAAAGTCATGAACA 

GGTGGCTGTGAATTCGGGGCAGAAAGCTGAGGGCCCTAAAAGCACAGGAG SUITE 31 

G C AAAAAG GAT G G AGAG AAAC GAC C CT AC T GAT GAC AC AT C G CT G C C C AG 

CAGCTGACACCTACCAGATCCTCCAGGTTTGGGCACTCCAGGGCGCTCTT 

CTTCCTCGGAGACTTTCTCTCTCCTCCTTTGGAAACCCCTGATATCCCTC 

TGAGTTTCTTCCCCAGTGAACCCACAGAACCTGTTGTTTTCAGCCCTTTG 

ATGGGGTTGGGGTTTTCCCTTCCTGTTCCTTCCCAGTCTGGGGTAGAGCT 

ATGGGATGGCTGCGTTGAGCCTGCAGGTCTGCTCCTGGTGGCACCCTTGG 

CAGGGCGTGCTGGGAGCTCTGGGTTTGTCCTTTGTCTTTCTCCCAGTTCC 

TTGTCCCGGGGAGATGCTGAACAATGTCACTTTGCAGATTTTGTCAGCTT 

CCTTTTAGGATCGAGCCATCGGGAGTGGGGTTAGGGGGTGTATATGGGGA 

AACCATAAGGAAATAGGGAAGGAGATGCACAGCCGGATCCTTGTGGGGAT 

GTGGAGGAGCACAAGTGAGGATCTTTGGGATTTGAGTGCTCTCTCAGCCC 

AGCACTAACACAGAGCACTCACAGCCCTGGCTCTGAGCTCTCGAGGAAAC 

ATTTCCAACCATTTCTGCCCCACTGTCCTTGTGTTGAGCCCCATGGCCAA 

ATACACATGCCTAGAAAATAAAGCCATGCATTACATATGTATTTAATTTT 

TGCGTGGCAACCACTGAGACCCAACTGGAGGAGATAACTGCCATTCACTT 

GGGCAGGTTTGCAGGGGTGAACTGCACTTCCAGCAAACCCTCCCTGTTGG 

GAAGAGCCACAGGGATGGATGGCACTCTGGGAGCTGAAGAACTGGAAGCA 

AACTCCCTGCAACCGCTCCCCTGGGGCACAGAGCCTTTCATCCCAAAATA 

AGGCGTCCATCATTGAGCAAATGAGTCACACCGTTGGGCAAACGACTTGC 

ATTGCATCCCGAAAAGCATTAATTGCAGAGCCTGGAAAACTAGCTGGGCT 

G G AAAC AT C T G CAT T G C AG AT CT AT G G AGC AG AAT AG AC C C T G AAC AG AT 

CCTTCACCCAAATTCCCCAGCAGGTGGGACCAAATGGCAGCGATGCGTGG 

GGCTGAGGAAAGATACCAACACATCAAAGAGCAATATTGAAATTTCAGCT 

GTAGGTTTGACCTTTGGAGGTGGTGAGGTGGGGCTTTGTCATGGGATACC 

CACTCATATCqC^&TL^eETira^^ 
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ACCCTCTTTTAGTTCCTCTTCTTGGTTCTACAATCACCAACCTGTGTGTA 

TTTTGGTGCTGCCTGTTCCTCTTTTGGGCTTTCTCAGAAGAAAATGGGTT 

TTTGAGGGAATCCATTCAGGTGAGTCCTCACCCCAAGCAGCTCTTCTTCA 

CTTTGTTGGCCCAAAGCTGACCCAGAGCCATACACCCAAAGCAAACCCAG 

AGCCGTACACCCATAATGAGGCAGGAAGTGGAGTGTGCAGAGCACATCTT 

T T AATT AAAAT T AACT AT C AG AAAC G TAG G C AG AGAC C AG CT C C CC AC AC 

CAGGCGTTGCTATTTGCAGTGAAAGGCCGCATACCTTTGCAGGACACCCC 

AGATCTGCCCCACGATTGATGTCAAATAGATGCATAAATTTCCTTCCAAG 

TCTTCAGTGCTCTCTGGTGGTTTCCCCACCCTGCAGAGGGACCGCCCCGG 

GGCTCCCAATGGGGACAGACACAGGGCAGAGCAGCGGGTCCCCTTGGCAC 

ATTGCTCCAAGCAACCACAGCACACATCCCATCAGATGCCCCTTTCATAA 

AGGACATCTCAAGGACAGATCTTTAGGGGAGATCTAAACCCAACCCAATC 

CAAATGGGACATCAGCTGCCCACTCGTGGACTGCTCCTCTGAGGGGGGAT 

TTTGGGTGATCTCTTGCAAGCGAGCCCCCAGCCCTATCTTGAACAAGGGG 

AGGACCTTCTCCCCATTGAACAAAGCCCTGGTGTACACCAAGATGGGGGT 

GTCATCATCCGAGCTGAAGAATGCCACCCGACCCCCTTCGTAGTCCAGGG 

AGACCCGAATCCTCCTGGGAAGTGCATTCAGACGTAGGTTGGCACGGGGA 

GACGTGAGGGAGTGGTAGGCCTCCAGCGCCCAGACACCCTCTTTGGGGCT 

GAAGCTCATGGGTCCCTTCCTCTTCATCGAAGCCCGGGCCACCCCCAGGG 

CCCACACCCCCCCCTGTCCCACCTCCACCTCCCAGAAATGCCTCCCCGAG 

GTGAAGCCCTGGCAGCCCAACACGCAGGGCTCGAAGCTGAACCTCTCGGG 

GTTCTCGGGGAGGTCCTGTGGCACCAGTTGGCCCCGGGCTTGTTTTCGGT 

CTTCAGAGAGATGGAGGTTGGGGTGAGCGGTGGTGGGGTCCATGGTGACG 

TTGGCTGTGGGACATGAGGGGGAATGGAGGTAGGATTTAGGCTTGGGGGG 

AGCTGGAGAGGTTCCTCTTCCTTCTGTCCTTTTCTCTGGGTGCTTTTGGA 

CATGGGCTGGTGGTGGTGGTGGGTTGATGGTTGGGCTGGGTGATCTTTGG 

GGTCTTTTCCAACCTTTGTGATTCTATGGGGTGTGTGGGGCTCCACCAGC 

C TC AGT GT C C C C C AGT AG AG AT GT AG G AG AAT G G GG AG AG G AC AAATTTT 

AGGGCAGCATAATGCGGGAGGGACAAAGACATGGGAAGGGGACAGCTTGA FIGURE 10 

CATTCACGGAGGGGAAGGGGAAGCACAAACACTGTTAGGTTTTGCCTTGA 

ATCTGTTACTGGCTTTGTAGGACCACCAGCATCAGGATGCTGTCCCCATT SUITE 32 

CCCTCCCTTCCCTGTGGGACTGCGTTGTTTTTTCCCAAGAAAACCACTCC 

CCACCCCACATCCACCACTGCTGACATACCTGGCTCTTGCAATTGAAACA 

TCAGGCTGTCTGAAAAGGAGAACAAATTCACTGCATTGGGTTTATGCTTC 

AGGAAAAGGGGCTGGGAGATGGGGAAGGGAAACCATGGGGGTCTGGGGGC 

TTCGCAGTGCAAAAGCTCTGGGTTTACTGCAAGAGCCCCACGACCCTCCC 

AGACCTGGAGGAGACCCCGACCCCATTCAGTACCTTGGCACTTCTGCAGC 

GTCAGTCTCACCAGGACGTTCTTCTGAAGGAAGTCCTCCAACCTTCTTTC 

CAGAGTGGGGGAAATCTCTGCTGGAGGGCTGAACTTCATCATCTCACAGC 

TGCAAAGAGAGGAGAAGGGTGGGGATGGGGGGACTGTTGCGTTGGTTGGT 

TGGCTGTTCATTTTATTCTCAATAGGAGAAGCTATGGGGTGAGGATATTT 

GCACAGGGACGAAATCCCTTTCCCCCCTGGGATCCCTCTGCCTTGCAGCC 

C TC C C C C AGG GT GC CAT C C AAAAAT C AGGGT GAC AAT AGGAAGGAGC C AT 

GTTACCTATTCAAGAGCCTCCTGATGTCCTAAAGGTGGGAGGAGAGAGGA 

GAGATGGATCAGAAGAGGAGCACCAAGGGCTGCCCCTTCGTATGGCAATG 

CACAGCAAAGACCACCCTGCCCACGGTGTGATCCCCCCCAGCAGCAACAC 

AGGGAGCTCCCATGGGGTTGAGTTTGGGTTCTCAGGGTTTGCTCTGTCCC 

CCCATTTCCCACCACCCCTTTGGGTTCTCACCAGCAGGAATTTGCTGTCG 

GGCTGCTGGAATTTGCCCTCCATCTCCCAGATCAGGGTGTCAAGGTGGGA 

CATCTCCTCCATCACCTTCGTCACCGCATCCTCCTGTACTTTGGTGACGG 

CTCTGTCCAGGTCTGCCAGCTGGACCAGCAGGAAGCGCTCCTTCTCCTTC 

AGAAATCGCTGCAACTGCTCGAATTCACACACTATCCTCTTCCCTTCCTT 

CTTGGTTTTCTCCTGTTGGGATGAGGGAGAAAGCCAATGGGGTGGAATAG 
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ACTAATGCCAATGGGAATTTATCACCAGTGCCAATGGGAACGTAACAACA 

GCGCCAATGGGAACGTAACACCAGTGCCAGTGGGAATTTATCACCAGTGC 

CAATGGGAACTTAACATCAAAAAGCCAAAGATCATCTTGCTGGGCATTTG 

GGAGCAGCAGGAATTTTTCAGGAGTTTTATCCCAAAAGCAAAACCAAAGG 

AGGGGGTAGGAGATGAGCTCTGTATGAGGGATATTTACAGAGTTTAGGAG 

GATCTGCTACGTTATCTCTTTAACACAGGGGTTCCTGCGTAACCCCAGCT 

GATAAACACAGCCTTAGCGCTTTCCCAGCCCAGCTGCGAGCCAAAAATGC 

ATGATCTGCCCCCAAAATACACCAAAACAAACAGGACAGGGCGGAGGGGA 

AGGCAGACACCTCCCCTGCTGCACCCACCAAATACAAGCCCGTCCTTCCA 

CCAGTCCTTCTGCTTTCCAGGTACTTTTCCCTCTCCTCCTTTGAAGCCTG 

GAGGCGAGCCTGAATTTCTTCCTGTGCCAAAAGAAGAAAGGCGGAAAGCC 

TGTTTTCCCACTTAAACTGCTTCTGTCAGATGGGAGAGGCTTTGCTAAAG 

CCTGGAATCCTCTGCAAGGTGCAGAGCTGGGCAGAGGGAAGCTCTGTGAG 

CACGGTGTGCTGCTCTGGAGCTCTGTGCAAGCTGGGAGTATTTTGCAGAG 

AGAAAAGAGGGGAGAAGGGAAGGAAAAACACGAACTTGCTGCAAACGTAG 

AGAAAAACGCTGCAAAAGAGCAACAAAAAAATCAGCACTGACAGCTGCGC 

AAGGAGGTGTGGAAGGGCAAGATAAGCACTTGGTGAGATTTCCCTCATAA 

ACACCCCAAAACGGCGGCCCTGGGGTGTGTTTCTGTATTTAAGAGCCCTC 

AGTGGAATGGTTTTTGCAGGGCTGTGGTCGAAGAGCAAAGCATCAAAGGA 

AGGAGAGGGCAGTAATGTTGCAAAGGGCTGACGGCGGTGGTTGCAAAGAG 

GGAGGATGGGGGGGGATGCGCCAAGCAAAGGGTTGCGTGGGTTCACCCGC 

AGGGATGCACTGCGCCCTTGGCTCCGGGTTTTGGGACCGTACCTTGTACT 

CCTGGGCCGCCTGGTGGGCAGGGAGCACAGCGTGGGAGCGGTGCGCCTGG 

GACGCGTCGCACTGCGCGCAGATAGGCTCTTGGTCCTCTGTGCAGAAGAG 

CTTCAGAGCCTCGCGGTGCTGCTTGCACCAACCCGAGGAATGCAAACTCA 

GCTGCCGGGCGATGCTGGCGATATTTGCCAGCTCTCTGCTGGGGCGGAAA „ TrTn?T7 - n 

TTTTTGTGCAACGCCGTTTTCCTGCACTGCGGACAGGGGAAATTTCCCTC * -"*UK£ IU 

CAGCCCTTCCCAGCAGCGGGCGATGCACTCCCGGCAGAAGTTGTGGCCGC 

AGGGGATGGAGACGGGATCCTGGAAGTAACCCAGGCAGATGGAGCAGGAG 

GCTTCGCTCTGCAGGCTGTCCAAGGGGCTCTGCGTGGCCATGGGCTTCCT SUITE 33 

GCTGGGCTCCGATCCGCAGAGGGAATAGGGGACCTTTCCTCCTTATCTCC 

TCGCTGATAGGAGAAATCCGGCCCCGGAGGCTGAGCCTGAGCCAAACAGG 

GCTGGGAGAGCTCAGCCCATAGGGGATGCTGGTGGGAATGGGGGCAGCTC 

GCGGCTCCCCAGCACGGAGTCACCAAACTGGGGGGATCTGGGGGAAATTC 

GGAGGAAAAGTCAGATTTTGTCCTCTCCTCGAGCAGCAAAGAGGGCAGGG 

GAGGCGATTTTTCCCTTCTGTGCGATCACTGTAAGGAATTTCCAAAGAAA 

ACGCATGGAGGTCTGCTTGTTGGGATGGAATATAGACGTATATTGGAATA 

AATACAGGAAGACGTTGGAACATGGGAAGGCACTGAGATATAAGCGTGCT 

GTGTTGGATATGACTCTGCTCGACTAAAGTGAAGGTGGTTTTAATAGCAC 

TGCTCAGAGCCAGGCGGGTTTTGGTGTTGTTTGGGGGGAATTACGTGGGT 

TTGGAATTGGGAAATATGAGACGGAAAAATAAGAATAATGGAAGCGCCCA 

ACGTGGGGCTCGAACCCACGACCCTGAGATTAAGAGTCTCATGCTCTACC 

GACTGAGCTAGCCGGGCTGATGGGCACGCACCCTTCTAAGCAATACTTCA 

TGGTGATCCTGCGGAGGGGTGCTAATAATTCTACCTAATTATTTTGTTAA 

TTATCCCGGTAATTATGGGTTCTGAGCAATCGCGAATCCACGGGGAAGAG 

CTGCATGGGGAAAAAGCACCTATCCCTACGGGAATAGCCGGGAACTGCCC 

GGCAGTGCTGCAGGGCGGGGGAAAGAGGGGAAAAGCAGGAAAAAAATGGG 

CAAAATGGAACGTTTAAAAGTGGAGAAATTAACAGTGAAAAAAATGCAGG 

AAGCGTAAAAGTAAAGGCTGTGTTTCTGCCCGGTTTCGAACCGGGGACCT 

TTCGCGTGTGAGGCGAACGTGATAACCACTACACTACAGAAACGCGCTGA . 

AGGCCGCTTCGCCGCACGGAGATGTGAAGGGGCGAATGCCGGGGCTCGGT 

GCGGAGTTTGCAGATAGGGGCCGCTCCGGGCCGCTCCCGCGCCGGTTCCG 

GTGAGCACAGAGTGCAGCGGGTGACAAAATGAAGGGAAAAATGTAAAACT 

GATGCTCCCGAATCGAGGCTCGAACCGCCATTGTCCGACTGACAGCCGCG 

CGCTCTACCGACFEBnO^De^EIWm^ 
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CCGTAGAGCGCCCACCCCGTTGCCTAGTGACAGGAGCGCCGCTTCCGGTC 

AAGTGATGAGCGGAGGGGGCGTGGCTTGTGTCAGATAGGACGGAAGTTCC 

GGTCAGGTGGTACTGGAAAGGGGGCGTGGCTTGCGGCAAAGGGGACGGAA 

AGCGGAAGTGCTGCCGTTGGTTGGCGGAGTTCGCACCATAGAAGAACGAC 

GGCGGCGGTGGGAGGGCGGGAGGTAGAGCGGTCCCCGGGGAGAGTGCTGA 

GGGGAGCGGCGAGGCCCGAGGAGGGAGCGGAGCTTACGGGGAGTGCGGAG 

CCTCGAGGCGGGTCCCAGCGCTTCGCTGTGGGGCAGGAGAAAGGCTTCGG 

GGCAGGAGGAAGAGGGCCTCGGGGCCTCCCCATGGAGGCGGTGGGCGACG 

ATGGGGCGTCGTCGGGGCGGCTGAACCCGGTGGAGACGCTGCAGGAGGAG 

GCGATCTGCGCCATCTGCCTGGACTACTTCGTGGAGCCGGTGTCGATCGG 

CTGCGGGCACAACTTCTGCCGGGTGTGCATCGCGCAGCTGTGGGGTGGAG 

GAGAGGCTGAGGTGGAGGAGAGCGGCGGGGCCGCGGCGTTGGAGGAGGAA 

GAG GAAG AGC T GG AG G AAG AG GAG G AAGAT G AGCT GGGGG AGG AAG AG C T 

GGACGTGGAGCAGGAGGAGGAGGAGGAGGATGGAGGCGGGGAGGAGGAGG 

AGGAGGACGACATGTGGAGCGAGGAGGAAGAGGATGGAGAGCTGTGGGAA 

GGTACTGGGGGTCGGTTTGGGCCTGCCCTGTTGAGTGTCTTTATGGATGA 

GTGAGGGAATTGGGTGCACCCTCAGTCAGTTTGCAGATGATGCTAAGCTG 

GGGGGGTGTACTGATCTGCCTGAGGGTAGGACGGCCCTACGGTGGGGTCT 

GGACTGGGCCCGATGGGCTGAGGGCAATGGGGTGGAGTTCAGAAGGACCG 

AGTGCCTGGTTCTGCACTGAGGTCACAACAACCCCATGCAGCTCTACCTG 

GGGTAGAGCGGCTGAAAGCTGTGTGAGGGAAAAGGATTTGGGGGTGAATA 

T GAG C C AG CAAGAG G C C AAGAAG GCC C AT G G CAT CCT GG CTTGT AT C AGA 

AATAGAGCAGCTAGTGGGAGCAGGAAGTGACTGTCACTCTGTACTGGCAC 

ACCTCAATGCTGCACCCAGTTCTGGGTCCCCTCTCACTACAAGAAAGACA 

TTGAGGCCCAGTGAGGATGGTGGGGGTTGGACTCAATGATCCCTGAGGTT 

TTTTCCAACCTTGATGATTCTGTGATTCTCAGACCCCGTGGAAGAGGAGC 

TGTGGGATGGAGTGGTGCAGGGAGAACTCTACTTTGGGGACGATGATTAT 

GATGAGGATGTGATGGAGGAGGATGTGGAGGAAGAGGAGGAGGAGGAGGA 

TGAAGCGCAGAGCCCTCCGCCCCCTGTCCTGCCTGCCCGCCCTCGCCGCC FIGURE 10 

TGCAGACCTTCACCTGCCCCCAGTGCCGCAAAACCTTTTTCCAGAGGAAT 

TTCAGACCCAACCTCCAGTTGGCAAACATGGTGCAGATCATCCGGCAGCT SUITE 34 

CCACCCGCACCCGCAGCGCCTCGCGCCGCCCGCCGGCCCCTCAGCCTCAG 

GGGGTCCTGGGGGGAACCCAGGGATCCTGGTGGCAACAGGAGGTCGGGGG 

TGTCCGAATCTGTGCGAGAAGCACCAGGAACCCCTGAAGCTGTTCTGTGA 

GGTGGATGAGCAGGCGATCTGCGTGGTGTGCAGGGAGTCACGGAGCCACA 

AGCATCACAGTGTTGTGCCCCTGGAGGAAGTCGTGCAGGATTATAAGGTG 

GAGTTTGGGGAAGGGTCACGGTGGGATAGTGGGTGAGGTGGGGTTTGGGG 

AAGGGCTGTGGTGGAGAAGGCGGGGTTTGAGGGAAGAGTTATGGGAGAGT 

GGAGGCTTGAAGGGAAAGTGAGGTTGGGATCAAGCTAGGTTCGTCTTGCT 

GAGCTGGTTGGGTTGGAGGCGTGGGAGGCTGGGAAACCACACACTGCAAT 

GAGGAGGTGGAAGGGTCTGGGTACCCATTTTCTGCTTAAAAACACCTTCC 

CAGCACAGTTCCTCAGAGAAAGCAAAAGGGAAGTGGCGTGAAAGTTGGCT 

CTGAGGTTCCGTTTTCAGCTCTGCCACCAAATTAGGGACAAAAAGAGGCG 

ATGACAGAGGGGATTGCCCCAGGCAGGGTTTGCTGAGTTGTGTTTCCTTC 

CCTCAGTACAAACTCCAGAGCCATTTGGAGCCACTGAAGAAGAAGCTGGA 

CGCGGTGCTGAAGCAGAAGTCGAATGAGCAGGAGAAGATCACAGAGCTGA 

GGGTAAGAGCTGAAGGTTTCTGTGCTTCATAGAATCATACAGGAGAACCA 

TCAGGGTTGGAAGAGACCACAAAGATCATCAGTTCCAACCATCACCGCTG 

CTGGGAGTGTGCCTTGGTGGCTGAGCAAGGAGAGAGAAGCTTTGCTGCTG 

CTCTGAGCTCTCACGGAGGCATCATATTCCCTTTCCTGCAATTATTGGGC 

TGTGAGGGCTTGGAAACGGTTTCCCAGTTGAATTAGAGCTTAATGAGAGC 

TTTGTGTGCCTCAGTGTTGAGTGGGAATTGGTGGTTTGGGAGCTGGTATT 

CCTCATTTGAGTTGAGGATGCTCTACATCTCTAAACCTGTGCAGACTTTG 

CTCAGTTCTGTCTGTGGTGCATTCAGGAGATGCGTAAGCTTATGGTGTGT 

GGTGAAACTGAGAGAAGCATAGCACAGCAGCCCAAAAATGAGCTGATCTC 
FEUILLE DE REMPLACEMENT (REGLE 26) 
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TCACCTCCCCCTTCTGCftGCAATTCGCCTAATGCTTTTCCTCCCTCTGCA 
GGAAAAGATGAAGCTGGAAATCAAGGAATTTGAGTCTGATTTTGAGCTGC 
TCCACCAGTTCCTCATTGGGGAGCACGTGCTGCTGCTGCACCAGCTGGAG 
GAGCGCTACGAGAGCCTGCTGGCCCGGCAGAGCAGCAACATCAGCCAGCT 
GGAGGAGCAGAGTGCAGCCCTTAGCCGCCTTATCACGGAGGCAGAAGATA 
AGAGCAAGCAGGACGGGCTACAGCTGCTCAAGGTCTTCTTCCATCCCTTT 
CCTTGTCTTTATGGCAAAGCGATAGCACGATGGTGGGAATAATGCTCCAG 
AAAGCTTCTGTGTCATGAGAGAGTGCCTTTAGTTGGTGGGCTGGGTGCTT 
CTCCACCCCTCCTTGTGGTGGTTTTTGAGGGAAAATGCCGGGGGGGGGGG 
GGGGGGGGGATATGCCCTGAGAGATTTAGGGTCTGTTTTGGTAAGGAAAG 
CCTCCAGCAATGTGTGGGCTGTGTCTTTGTTCTCTGTGGGGAAGGGAATC 
ATCCAGGCTCAGTGCTGAGTTGTGGCTGATAAGAGGATTTATTGGGAGCA 
ACGGTGGGATTGGTATCAGTCATCCCTAATCCTTTCCTTCTCTTTCCCAC 
CTTGCTGCCTCCTTCCCACAGGACATCAAGGGCACTTTTATCAGGTCAGT 
GACTTTGTTTGCATCTTTTCACTTTGAATAACTTTTCTTTTTTTTAATGT 
CAAAAAAGCATTTGAGCTTTTGTTTTAAATCCTGTGTGATGGGTACAGTT 
GGGGCCTGGTAATGCAGGGGAAAGCTGTGTCCTAACTTTTGGGTGATGGA 
AACTTCTGGCTGATGGGGTGCAAATGGGATCTGGGGAACAACTTGGGAAA 
AGACTTGGGAACTTGGGAAACAACTCTGGGGCCATTTGGGAAAGGGGAAG 
GGTGGGGAGGAGATCTCGGCCCTGATTTCTGGAAGCGTGGGTGTGCCCAT 

GC AGACCT CAT GCT AT AGC GAAACT C CT C ACT CT GGAGAAAC GATTCTCC 
CCATCCTGTCAGACAAATGGGCAGCGCTGGGAGTTCTCAGCCATGCTGGA 
CGCACGTGGCTCTACCCCAGCTCTGTCTGCTGGCTGAGGGAGGGTGGGGG 
AGGCTGGCTGCACCAGTGCAACCAGTTTGGCCGATCCATGCGTTGCTCTG 
GTTTTTCCAGAGCTGCATGCAGGCCGCCTCACTTCTTTTCTGCTGCTGAA 
ATTCTCTGCTTTCCTCCTTTCCCCCCACCCAAAAAAGATGTGAGAACATC 
AAATTCCAGGAGCCCGAGATGGTGCTGGTGGACGTGGGGAAGAAATACCG 
CAACTATTTCCTGCAGGATGTGGTGATGAGAAAGATGGAGAAAGCCTTCA 
GCAAAGTTCCACAGGGTGAGAGAGTCCTCTTCCTTCTACGTGGGATGGGG 
TTCCCTCCACTTGGGATGGGATTTCTCCAGCTCTCTTGGGGTTCTCCTTC FIGURE 10 

CATCTCTGTGCTCCCATGGTTTGCAGCCTGATGATCCTTTAGGAAAAGCA 

GCATCCCTCTGTTCTCTCTGTGCTTTTCCCTTTTGCCTTGTCCTGGGTTT 

TCCCCTATTGTAGCTCCTCCATAGAACTGGGGTTGATGTGGATCTGGATT SUITE 35 

CATTATAAAGGAGGGATGACTGCCTCAAACTCAGCATGGTGCAGATACGC 

AACCAGATGAGGATTTAGGACTGGGGTGCAAGGGGGAAAAAAGTGCCAGG 

TGACCCCCTAACGACCCCCGCTCTCTGCCCTTCCTTCCAGCTGACATCAC 

GCTGGACCCGGACACCGCTCACCCTCGCCTCAGCCTCTCCCTGGACCGCC 

GCAGCGTTAAGCTGGGAGAACGACGCCAGGAGCTCCCCAACAACCCCAAA 

CGCTTCGACTCCGATTACTGCGTCCTGGGCTCCCAGGGTTTCACCACAGG 

CCGTCACTACTGGGAGGTAGAAGTCGGGGGCAAGAAAGGTTGGGCGGTGG 

GGGCTGCACGCGAGACGGCTCGACGCAAAGAAAAAACCATGGGGCCTCAT 

CAAAAAAGGGAGATCTGGTGTGTTGGCACCAATGGGAAGAAGTACCAAGC 

GCTGACGGCCATGGAGCAGATGGCTTTGTCACCCAGCGAGCGGCCCCGGC 

GCTTCGGTGTCTACCTGGACTATGAACGGGGTCAGCTTTGCTTCTACAAC 

GCTGAGAGCATGACCCACATCCACACCTTCAACGCTTCCTTCCACGAGCG 

CATCTTCCCCTTTTTCCGAATCCTGGCTAAGGGCACTCGTATCAAAATCT 

GCACCTGATGGCCCTCCAGCTTCTGATTTTTTTTTTCCCTTTTTCCCCCC 

TGCCTCATCCTTTGGGTCCCACTTTGGGACCAGACGCTGCACTTGTTGTC 

TCGCACCTGCTTGCTCACAAGGCCTCTTCCCTCCTCTCTCCTGTCCCAGC 

CTCTGTCCACGTCCCAACTCTTCTCCGGGGTCGCGATCCCAGGCTGGTTT 

GGTTTGGAGAAGGGATCCAATCTCCTTGCTGGAGGTTTTCCCTTCAGCTC 

TTGGTGCTATGGGCTCCCCTCTGCCTTTCCCAGTCCTCGCAGCAGCTTTC 

CAGTGTGCTCTTCCCCGTTTTGTTTAAAGCCTGTGGTCGAGCTTTGCGTT 

GTTTGCCCTCTTTGGATGCAGAGCTCGAGCTGAGGATGCTGGGGTCTGTA 

CATTGTGACACGAGCACTGCTTGTGCCCTCTTGGCCATTGCTTTCTGAAA 
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GTCACTCAGATGCACCAAGGAGCCTCATTTCTTTTTATTTTTCAGTTCTG 

GGGCACAACCCTCTGCCCACCTCCCACCCAGCCACCATCTGGACCTCAAA 

CCTTCCACGTTCTCCTATTCTGCCACTTGTCCACCTTCCCCTTTTGCTCT 

TCTTCCCCCTCTGGGGGTCTCCAGCTCTCCCTCTGCCCCATCATTCCCTC 

GCCAACCATTTCTTGTGGGCCTGGCACTTTATTTAGGGCCACGTAGGCCG 

GGGAGGGTGCAAAAAATTGGGCAACTTCCACCTCTGAGGCTGCTCAGAGT 

GCAGCATCGCACCAGGCCGCACCGGTGGGAAGCAGCCTTGTTTCCCCTTG 

CAGCTTAAGAGCTCTCTGAGGTGGGGGTATTTATTTTCTCTTCCCTTTTC 

TCAGCTGCTGTTGAATTTCCAGCTGAATCCTGTCCCACCAGAGAGACTCT 

GATTGCACCCTGTTGTGTTTTACTTCTTTTTGTTGGTGGATTGGTATTTT 

TTTTTTCTGTTGGCGTTACAGAGCTAGTTCAAAATATTTTTGGCTAAAAT 

AAGAATTAAATGGAGATCTAGTTTTTTGAAATGTCAAGAAATAATAATAA 

TAATAATAAAGAATAAAGAATAAAGTTTTAAAGCTGAGCCTCTCCCTTAT 

TGAGAGCCCCCAGGGGACAGGAGTTGTGGTGCAGGCCCCCCAGTCTGCTG 

TTAACTCCTGCTGGTAAGATGTGACTTAAGCCTTGCATCGTTAATCTTAA 

CTTAATTAGCAGTAATTTGGATTGGGCTGCTTCCCTTCAGCAGCTTGTAA 

AGGGATAGAGGCTGCTGGGTGAACTGAGCTCTGTGTTACCACCTCTCCTG 

CTCTCCCCACATGTTTTTGGTGGTGGTGGTTGCTTCTTTTTGGCCACGGC 

TCTATCTCCCCAGGTGTGCACTCACTGTGGGCTGCTACTGCTCCTGAAAG 

GGCTCAGGGAGACATTTGAGTCCCTTCGTCCACACGTGGGAGGAGAGCAC 

TGATGTCCCCATCCTTAAAGTTGTGGGCACAGCCTTGGTGGCAAATCCAG 

AAT GG GAT ATAAT G C AG C CAT G AG CT C AAC AG AG C G CT CTTTT ATT GAGT 

TTTGTGCATAAAATCTGTGTGTTGTTACCACATCCTCATCTGGTTCCAAT 

GGTGACTTGCCACACCCGGACGAGGTTATCTGTGTAGCCAGCAAACAGCG 

TCTGGGGAGAGAAATGGAGGAAGTGGATCATGAAAAGATAGGAATCAGCC 

CTCGGTGTGAACGTAAAAATCTCAGAAGGCAGCTCCCAAAGCGGAGGTGC 

TGGAGGAAGGTGGGAGTTTTAAGGCTGCAGGAGGAGCAGTGAAAAGGGAA 

AGGAGAAGGGGATATTTCTACCTGCCCATCTGCAGACCACGCCAGAGAGG 

TACACTGGGGAGGCTCAGCTTTGCTGCTGGTGCTGATCACCTCCTGCTTC 

AGCTCATCCACAATGATTTTGCCTTCCAGGTCCTGTGCAGGACAGAAGAG 

AGCGTGAGGGACTAAGGTCCTGCAGGGAGACTGCTGTAGCCAAACCCAAC 

CATTCCAACTCAGAACAGGCTCAGGGTGCTCAGAAACAGCCTCTGGGTTT FIGURE 10 

CCGCACAGGGATGCAGTCAGATGGCATCGAAGTTTCATCACAGCAGAGTG 

GTGGCTGTGCCCCACACCACCCTCCCAGTCCAGGGGATGACAGTGCCACC 

AGCATGACCCATCCCACGTAACCAAAAGGGCTCTGCACCAAGGCATCTGT SUITE 36 

GGGGCAGGGCGAGGATTTCGACCACAACTCTGCCTCCAAACCCACAGGAT 

AAGGGAAGTGATTCTTTAGGAGGTAAATAGGGATGTCACATACCCAGATC 

TTGATGCTGGGGCCGGTGGCAGCGCAGAGCCAGTAGCGGTTGGGGCTGAA 

GCACAGCGCATTGATGATGTCCCCTCCATCCAGCGTGTACAGGTGCTTGC 

CTTCATTCAGGTCCCACAGCATGGCCTGGCCGTCCTGGGGGGCAGCAAAG 

AGGAATCACAGCAAACCATCAAACCTGTGGCTTTGTTCCAGTTGTCCATC 

TAAAACCTTCCAGCTTGGAAACAGCACTTGATTTGTGACTGAGATGTGGG 

TGAGTTGCCACAGGACAGCAAGAGGCACATAACTGAGCTGTGAGAACAAC 

AGAATAAGCTGCAATTTGGCCTCAGCTTTCCCCCAGGGTGTACCTTGCCT 

CCAGAAGCACAGAGGGAGCCATCAGGGGAGACAGTCACTGTGTTCAGATA 

TCCCGTGTGGCCGATGTGGTTTGTCTTCAGTTTGCAGTTAGCCAAGTTCC 

AAACCTAAATGAGGGTAAACGTGACAGGCTCAGAAATATGGAGGAGAAAA 

AAAACAACCCTCTCATGATCACTGCTCAAATATTCCCCAGAACGCCGCAC 

AAACCCCAAAGGAGCTGCTCCTCTCACCTTCACCAGCTTGTCCCAGCCAC 

AGGAGACAATGATGGGGTTGCTGCTGTTGGGGGAGAAGCGCACACAGGAA 

ACCCACTCAGAGTGGCTCTCGTCCTGAGGAGAGGAACAGCATTGGGTTGA 

AAGCAATGAAAAGCATCCCCAGTCCGAGCTGCTGCATCCCACTGCTCCCT 

GAGCCCCTCATAATTGCAGGACGTGTCCTCAGACCCCCCCCAGAAAGAAA 

GGTCAGCAGGCACTGTGTCACTTCTAATCATTA<5GACGGAGCTGGGAGAT 

GTGGATTACGGAfgWAI^^8£*ftRto^ 
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ACTCAGAAACAAGCAGAAAGAGGTTTATTTTCACAGTGTGGAAACTCAGA 

TCCGTTGCCTCACCTGCACCGTGTATTTGCAGACACCCAAAGTGTTCCAG 

AGTTTGATGGTTTTGTCCCTGGAGCCCGAAACGATCTGGCGGTTGTCGGA 

GGAGAAGGCGACGCTCAGCACATCCTTGGTGTGGCCAACAAAGCGGCGGG 

TGGTGGTTCCTCTGCAGGGACACCAGGAGGGTCGCACGGGAGGGACAAAG 

CTCAGCAAACCCCCATTAAATTAATTAACCCTCCCCTAAATTGAGGAGAT 

CGTGCTGCAGTGCATAAATTCTTAATGAACACAACTGATGGAAGCAGGAA 

GGAAGCTAAAACGGAGTCATCTCCACATGGGTTGAGGAGTGGTGGTTCCT 

TCCCTCCTTCCGAACAGGAACAAAAGGGTGCCAAAGCTTTTGATATAGGG 

TTGGAATAATCATGAGGAGTTTAGGATATAAAACTCAGCTTCCGTGGACA 

CACAGCAGCGTAAGTGCTGAACGCTTTTGGAGGATTGGGGTAGTTCTGCT 

TCCTGAGGAGTTTCTTCTCCTATAGTACTCCCAAAAATCACAGTGCAAGA 

AGAGCCGGTGCTGCTCCAACCTCACCCCAAACTCTGTACCCCAAAATCAC 

ACCGAAGGAAAAGCCTGCTTGCTCCAGTCTGTACCCCACAGCGATGGTGA 

AGGAAGAACCAAATCCCCCCCTGCTGCTCCACCTGCTTCTCTCCCATCAT 

AAT T G C AG G AC GT GT C C T C AG AT C C C G GAG GAT C AGCAG ACT GT GT C AG G 

TGTAATCACTGGGAGAGTGAGCTGAGGGAGGAACCGCTTTGGTCCTCCCT 

CCAAGCATGATTTACCACCCAACCTGAGAGGAACTCACCTCATTTTCACG 

CTGTACCGCACACCTCTCACCCACCCCAACACCCAAACAAAACACAGAGC 

CCAGCTCTGCCCCAAACCCCCACCCCAAAGCCCTTTCAGTCCCCAGGACT 

CACGTGGTGAGGTCCCACAGCCTCAAGGTGCCATCCCAGGAGCCCGACAG 

C G C AAACT G CCC AT CGGAGGAG AT GAC C AC AT CG CT GAC AAAGTGC GAGT 

GGCCGCGCAGGGCGCGCTGCGGGATCCCGTAGTTGGTCTCATCTCGGGTC 

AGCTTCCACATGATGATGGTTTTGTCTGGGAAGGGGGAAAGGCAGCGGCC 

TCAGCTCCAACCCTTCTCACATTCCCGTCCTCACTGGGCTTTATCTCCCT 

CATAGCAATGGGGGGGTTACACAGAAGCACCGCACCCCTTCCTCTCAGCC 

CCCCAACCGCCTCCCTACGTCCTCATACACAGCAGCCTCCCCACCCTGCA 

GCTCTCTGTCCCCGAGCCCTGCACCCCATTCATCACCTCCCCTCCCCCAT 

GGTCCCCCCCAGCCCCCTCCTCTACCACTGACGGTCTCCCCTTATCTCCC PTrTn?T7 

ACAGTCCCCTCCATAGGCCCCACAGTTCCCTGCCCCCCCCCACCCCACAG " GURE 10 



TTCCGCCCCCCCCGCCTCGGACGAGGCCCGAACCCCTCAGGCGCGGCCCT 

CACCCCGCGACGCGGAGAGAATCATGTCCGGGAACTGCGGGGTGGTGGCG SUITE 37 

ATCTGCGTCACCCACCCATTGTGGCCCTTCAGGGTACCGCGGAGGGTCAT 

CTGCTCCGTCATGGCGGCGGCGGGGCGGAGGGATGGCGGCGGATTCAATA 

AAGGGCCCGGCCCGGTCCGGTCCTACCGCCCGCGATGGCCGCCAGCGCGG 

AAAGAGAAAGAGGGAGGTGACTTCCGGCGGAAGCGGAAGTAGCCGCTGGG 

TTGTACGGCAAGAGGGGCAACATGGC GGCGCGC AT AGAGAGCACGCTGAA 

TGGGGGAATGGGCTTTGGAGGTGGGGAGGGAAGGTTGTTCTCTGCCGCTG 

CAGGGACACGAGGTGCGGGCAGAGCACCTTCTTTAACATTTGCTATTATT 

TAACGTTTTACATTTAGCATTTTTATTATCCCTGTTGTGCCAGGACGGAG 

AAGAGCAGGGTGTGCAGCCTGTGCTTATCACCTGCAGCTGTCCCTGCACC 

CCACAGCCAACCCAAGTTTGTGACGCCTGAGCAGGATCTGACCCAGGAAG 

GCAAACAGAAGGTCTGAGTCCTCCTCCCTTTCCTTTCCCATCCCTCCCAC 

GCTGCAGTTTGGGGGCTGTGACCCGTCCGCGTTGCTCAGTGCTCATTCCG 

ATGAGCAGTGGCTGATGGTGATGTTCACAAGTTTTTGGCATCCCTGTGGG 

TTCCACCCCCGTTTTGTCTCACCAGCCTTTTTCTATCCGTCCTTATCAGC 

AGATCATCCTTGTTATTAGATCTGTCTTTTTCCAGTCACGGCTTTGCATT 

TTCACCTTGGTTTTACCACCTAACATCAAGCCTTTTGTCCCCATCTGATG 

ATATTCATGCAGATAAATCCGTAAAGCAGGGAAGAATTAAATTCTGGCCC - 

CTTCTACACCCATTTAGGTTTAGATCTTTGCAGCATTCAGCCAAGACGTG 

CTTCCAGAGCCAGGAATAACGTGTCTTGATGTGCCAACACACCTTGAAAT 

CCAGAAAATTGCCCCAAAATAGGCATGACTCAGCAAGCACCGTAGTGGGC 

ATGATTTGCTTGGGTGACCCCGTGGGTAAGGAGCCATTTGTTGGACACCA 

CGATGTCGTTTTTCACAGCCCTGTGAGCGCAGCGTCTTAAATTGCCCTCC 

AGACATTCCAAAjEgQ^f^^ 
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GCCCTCCGGGATGAAGGAATCTCTGCCGGGGTTTTCCGTTGGATCACAGC 

AGGAGGATTTGCTTTCCTAAAGCATTAGAGTGACGTGGAGAGCCCAAATC 

GGACCCAGTGGCCACATTCTCCCAAGGGAAAACCCTTCGGGTGCCCCTAC 

GGTTCCTTTTCTAGCATGATAACAAACTTCTTTTCCATCCGCCCATCCCC 

TTTTGGGTTTGGAGGTTGACAAATCCCCACTGAAATTCCTATGTTGCACA 

CATGTCCTTCATTCTTTAAGTAGGAGTTAGCAAAGGTTCCGCATTGACTT 

AATTCAGAGCGAGATCAACAATTTTAGGCATTCTTTATGAACTTCACATT 

GTTTTATGCTGATCAGCAGCAAAAAAACATACAGGAATAGGAGTGTGTCT 

GTAGGAGTGCTCTGCATTTTCTTGCTCGTTTGGCTGATTAAGGAAGCTGG 

G AGGAAAT GT T GT G AAAT AAT C C C AAGT GAT GAG AG ACT GT G GGT AT G GG 

AGGAGATGCCCTCTGTCCTGGTGAGCAGTAGGGACAGAAGACCTGAGCTC 

ATTTCATATATCTGTATATTAAGGCAATGCTAACCAGTGCTGTCGTGTTA 

TTTGGGGCCAGGAGTGGCTTCTGCCCCGTTGGTGCCCATAAACCAGTGCT 

GCCCCATTTGGGATTGGGGTCTGCTCGCAGACCACATCCACCAACCAACC 

CATGGCTGATAGCAGAGAGGCGACCAGGTCAACCCTCCATATATCTCTGC 

AGAAACCTGTTCCTGTCTATACAGGGATCCCCATCCCTCCCCCAGCCCTC 

CTTCCATCCTCGGCATTTGGGTTGGCTATAATTAGGCTCTGGGAACGTTC 

CCCTGCTGCCAGCACAGCTGTCGTGTCTGCAATGATCCTTCCAGCTCTCT 

GCGGACACGCAAACCCTCCAGCAATCCTAAATACCCATTTCCTGCACTCC 

TGGGACAAACTGGGAGCTGCCAAAAATCTCCAGCCCCCCACAGACGTGAC 

CATCACAGCACCAAGGAGCAGAGCAAGCGCAACGTGATTACGGTGCAGGT 

CGGGGTAAGCCTTTCTCTTTCTTCCCACAGCCCAGGATTTGGGGGATCCT 

ATTGGCTCTATGGGATCTGGGAGATGCAGGAGAAATGTGATCCCTTTGCT 

GTAGCAAAACAACCTTTTAGAGTCCTGCACCTGAATCTGGCAGTACTGGA 

AAGCAGGAGAGGGATTAAGAGTCCTTCTGCATTATCCTGCTCATAGGGAA 

ATACAGCACAGAAATCATTGGGGCTGCTTCCTTTGCTTTCTTGGCACAAA 

TTTAGGTCCTCATTACAGCGTTTCTTTGACTGAGACCCCAATAGGATCTA 

CAGGGGTAGAACAAAGCAGACAAAAAGTGATTGATGTTTCCTATGCGATT 

TGTTGCCTTTTCCCATTGAGATTTCTGCTTTTCCTATGGGGCTTTTTGCT 

TTTTCACAGCTTTTTTTATTCACTGTAGTGAATAGAAATTTTTAGGGCTT 

TTAGGTCATTGATGCTGTTATGAACACAGAGATGAACTCATAACACCTTC FIGURE 10 

CTGGTGTGGTTTGTCTATGGGATAGAAAGGAGCTCATGGTGCTGTGGACA 

ACTAACAGAGGTGCCTGAGGGCTGGGCCCTCTTTGTGCCCCTTCTGGGGG 

T C AGC AAACT C C T T T T ATT C AG AT AT AAAT C C C C T CAT C C AC AATTT C AC SUITE 38 

CAGTCTTCCCAATGCAGACCCCAAAAAACATCCCCAATGACAAAGTCCAC 

GAACTGAGAAAAGCAGCAAAAAGCCTCCCAGCCCCAAATATTTATCCCTT 

ATCCCATTTATTTCTATGGGCAAAGCTATTCTAGGCATCAGGAAGGTGGG 

AGATTCCAGGTCAGTTTGTTCCTAATTGTGATCTTTTAATGATGTTTCTC 

CCATCAGGTGGACATTTGGAAGTGGTTCTGACTGGGAAGAGGACGTGATG 

ATGGCATCAGGTAGAGCTCAGAAAGTGGTATTTATCAGCAAAGCAATTTT 

CCAGGTCTGTTTTTTCCCATTTTTCCCATATTTTTTTCTTATTCAGGGAA 

GAGGAACGCGGATCTTGGTGAGTGATTTTCTTCCTTTTACCTTCAAAAAG 

TCCCTTTCCATGTGTAGAAATGGATATACGTACCCCCCACTGATACCCAT 

TTCCTTTGTTCTGTCCTTATATTTATACTTCCCCATATTTTGAACACATG 

AAAACAAAGCCCACATTAAATAAATTCATAAACAGTGCAATTTTTGGACT 

ATTATTTTCCATAGAAAAGTATTAAATCAGTGCAGAAGTGCCTCTGGAGG 

TGACTTCTGCAGCACCCAAAGAGAGAGGCGTAGGGCTGAGTGCTCTCTCT 

GTCTCTCTTTTAGAAGAATGGGATGCAAAAATCAGTGAGTGCCCTTTTTT 

CCTCTCCCTTCACGGTGAGGTATGGGTGTGGAGGACCTGAATTAATGTGA . 

ATTCCTCTGTTTTAAGGGAAGCTAACAGAAGATTTTGGTAAGTCGCTTAT 

TTTCCTCGATCTGAGTGCATATTTCTACACCTTTACCATCAGTGATGACC 

AACGTGTGTATGCATTTCTCTTTATTCCATTTAGAAGAGAGCGACACAGA 

GCTCGGTGAGTGCTTTGGGGTCTTATCAAGGTGGAAAGATGCCCCTCTGT 

GCAACAGTGGGGATTGGGAGAAGCCCTTCAGCTCTTCCATTTATCCACAT 

CTGATACCCAGATGGAGTCAGGATGCAGAACTGGAGGAGGAGGGCCAAAG 
FEUILLE DE REMPLACEMENT (REGLE 26) 
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CTTTGGGCATTTTGGGGTTATTTTTGTTCCTCGAGAGCTCCCAGGATTGA 

CCCGTGTCCATTTCTGTGTTATTTCCAGAGGAATGTGACACAGAAGATGG 

TGAGTGTCCTCCGTGAGAGGGCTCAGAGAAAGACTTCCACCAAATCTCCC 

TCCTTTAATGTATATTCTGATGTATTTATTTAAGGGGATCTCGCAGCTGA 

GATCGGTAAGTCGTGTGTGGTTATACACCCCTATTTGTGCCTCCCATCAA 

ACAGGGCTCTGTGCAGCTTGAGTTGGTTCCCACAGGGTTTGTCCCCCACT 

CTTCACACGAATATGGGGGTAAAACCCAACAAAATGGCACAGAGGGATTG 

CAGAAAGGGCGGGCGTTGGGTGGCGCTGTGTTCTGATCCAAGGGAGGGTG 

AAGCTCATGAGAATGGTTCTTTCTTTCTCTTTTTGAAGACAATCTGACTG 

CAGAGCTCGGTGAGTGCTTCCCTTTCCTCTCTGCTTCGTTTCACTGTTGG 

GTTTTTAGGGGGGAAAAATGCTTATTCCCCCCATAAACACACACATGTAA 

CCCAACCTGGGCTGGAAGAAGGGTCCAAACGTTCATAACTGCAGACTGCA 

AT TAT CAT T C C C AAT T G G AAG GT G ATT C CAT CAT GAAC CAT C C AC CC AT C 

ACAGTGGAATTCTGACAGTGTTTCTCTCTGTTTTCCCTTTCAGAGGAACG 

TGATAGGAAAATCAGTAAGTGCCTTTTTCCTTCCAGAACTGATGGGAAGC 

GATGGGTTAGGGTTAGGGTAAGGGTTAGGGTAAGGGTTAAGGTTAGGCTT 

GGGGAAAAATAAGTTAATACATTTCATTATGGCTTAGAATTGAAACTAAT 

GTTCATCTATTTCTTTGTTTTAAGGAAAGCTCACATCAGATCTTGGTAAG 

GGTTACTTCCTTTAAACTATCCTTAATTCTGCAACAGTGCTGGGTATAGA 

GTAGAAAAATATGCATGTGAAGGTGTATGTATGCACATGTTAATTCATTC 

CTATTTATGTACTCGTTAGTTGCTATATATGTATTAATTTATTCACATTA 

TATATATATTTGTATATATTTGCAAATATTTGTATGTATGTGTGTATGTG 

TGAAGAGATTGGGGTTTCCTCTGGTTGAAGAGGGGGGTGAATGACAGCAG 

GTGTCCTTAATAAGCCTTATTTTCAAAACACTAACAAGGAGAATTGGGAT 

ACACAGAAATAAAGCCTAAAAATGGGAAAAAGAAAAGAATGAAATGGGTA 

AAATATTGAAAAGAACAAAAAGTTTGGAGAAAAGAAATGACAGTTTTGGT 

TGGGTTGGGGCTGCTCTGCATTTCTCCGCTTATTTTCTCCCTTTGCTTTC 

AGGTGATGTTGACACAAAGCTCAGTGAGTGGAGCTGCTCTTCCTGCCCCA 

CATTTAAGAGTATTTTTGGTATTTTTAAGACTGTTTAAGAATATTTGGAC 

ATTTCCTGTGGAAAATGGATTTCTGGTCTGTAAAAAAAACCTGGGGCTTA FIGURE 10 

TTTTTGAGGACGGAATAAATGTCCCAAAAAAGGGGGATTTTGGCATCAAT 

T G ACT GG G AG GT G AAAAATAAAAGCAGTG AT CTG AG CGTGTTGGGGCCAA 

TGGATGAACCTCAATGATCATTGTGGTCCTTTTCAATCCAGGCCATTCTA SUITE 39 

TGATTCTGTGAAAGAAAAGAAGATAATTAACATTTAATTTTCTTCTTTCT 

CTTCTCATTCCAGAGGAACGCGACAGGAAAATCAGTGAGTGTCACTTTTT 

TGGGGCCAAAACCCTCTGATTTGGGGAAGGGATCCCTGATAGAAGTGGTT 

AATCCTGTTGGTTTTTCCCTCCTTGCAGCCAAACTCTCAGCAGAAATACG 

TAAGTCCTTTTCCTCCCCAATCTGAACTGTTTCTTTGTATTCTTAGACTT 

CCTTTTTTTTTTTTTTCTGTTTTAATTAAAATAATGCTTTTTTTTGGTTG 

GTTTTTTTTTTCCCTATTTGACAGGCAGACTGACTGCACTGCTGGGTGAG 

TGGTGCCATTAAATCCGTGTGTGGTTTTGGGCTGAAAACCCTTAAAAATG 

GGAACTCTGCACCCAGACAGCTCATCTCTGTGCTTTGTTTCATTTGTAAT 

AG AAT AAAAAT G G G GGG AAAT GG G C AAAAT GAGC ATT G C AGT GAG C AG AG 

CTGCTGTCCTGGGGCAAGAGGGCACCGCCGTGTAAAAAATACATATATTT 

AACCATTTTTCCTTCTTTTTTTCCCATTTAGGGGACCGTGACTCAAAGCT 

CCGTGAGTGCCACTCTCCTCCTGATTAAAATCTGAGTGAAGATGTGGATT 

TTCCTCAGTGTGCTCCTACAATCTCACTTTTTCAGCACAGTTTTCCCCAA 

ACTTTGTGTTTCTCCACCCAACCCCTTACACTGATCCTAAATGGGTGTAT 

TGCCTGAATCAGTGGTTTTCTTCCCTATTTTTTATCTATCCTGTTTTATT 

CCAGTATATGTTTTTATGACATAATTTTATGACATATTTTGTTCTATGAT 

GCCCATAGACCTTATTACCATTGCCTGCCCTGTGTGGATCAGAAAATATA 

TTTAATATAAAACAGATATCTCTACTGACAGTGATTTCTGATGCACCCAT 

GAAGGAAAAGGATTTAAAATAAACTTTAATTTTTCCCTTTTTAGGCAAAC 

TGACAGCAGAACTCGGTAAGCCATTTTCTTCCCCATTCCCATAAAACAAA 

TGAAATTATGGAl!£Uli2llEBfiGSEM 
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TTGCTCTAGGACGGTCTGAAAAGTGACCAAAATCTGCTTTTACTCATTTT 

TCTTCTTATTTTTTTGTAGCAAAGTGCGATGCAACGATCAGTAAGTGCTG 

CTGCATGTGGGGGTACCTCCATCTTCGGGTCATTTTCTGCTGTTTCAGCA 

TTGAAAGGACATCAGAATTCCTTAAATCCAACAAAATTGGGGTCACTCGA 

AGGAATCTTTGCAGATATGGGGGAAATCAGAGCCAAATTTTGAGGGGGGG 

AGGGAAAATCTCAGGGGTGTTTCAGAAATCCAATGGGATCTGATGGTATT 

TTCTGCTCTCAGGACTGTTTACAGTGGAACTCGGTGAGTCCGTTTCCTTT 

TTGTTTTTTTTTTCTAATTATTATTTATTAGTAGTATTATAAATCAATAT 

TACTGTTGCTTATACATATTGTTGTACATTATATACATAATACATACATT 

ATATACAGTATATAGTATACAGTAGTATATAATATTATGTATTATATATA 

TATAATGTATTATAATAATGTCATATCTAATATATGTCTGTATTAGATAT 

AATGCATATATATTATTGTACTACAGTCATATTATAATACATTTACTTAT 

ATCTGCCTTTTTCCACACGTTTCATTGACCTGATTAAAAACTAAATCCTA 

AAGGCAGAAGAAGATGAAAACCCCCAAATTAACACCAAATAATTGCAGCT 

ATAGATCATATCTATCAAAGCAAATTTGCCTTCAGTCCACATCACGAAAT 

T AAC AAT AG AAAG G TT T AAATT T G G AAC G T AC AAAC AAT G AC AAAT AAC C 

CCCAATGGCTTTTCTCTTCTTGCAGGAGAGCGTCACACCAAAATAGGTAC 

GTGAGGTGTTTGCTACCTTCGTTTGGAAGGAAGAAATTGCATTAATAAAA 

CCTCTGTCCAATATGAAGCCGGGGTCAAATTACTCATAAATCACCACTGA 

TT GT C CAT GAAT T AAC AGG GAAAAAAAG G C T AAAC TT GAAAAT AAC ATTT 

TTTTCATCTCTCTTTTAAGGGGAACTCACTGCAGAAGTTGGTAAGTCTCT 

TT C C CAT C AGT TT AAG C AAAAAT GGT T CAT CAGAT AT AT AAT AAT C CCTT 

ATTTCTGCTTGTTTTTAGGGGACTACAACAGGAAACTTCGTAAGTGCCTT 

TAACTTCTCCCATTAAGAGTTAAACCTTTCAATATTTTTGATGCTTCAAT 

GTGCTGAAGCCACCAAAAATGTGTTTTAATTGTAAAGGGGCTGAGCGTCA 

AACCTGAACACTGCCATGTTGGGGGCTGAGATTCGTGGGATTTGGGTTTT 

CAGTGTGAAAATGCCTCTGGGTTTCTGTGCCTGAGCTCAGGGAAACACGA 

CCAGGGCTTCCCAGTAGGAATGAGACCCCAAAATATTTCTACCTGGGGCC FIGURE 10 

TTTTCCCATTGGGAATTTATTCTGTAAATC CAT ATTT CTCCACGTTTGAG 

CGTCACTCATCAAATGTCACAATCTTGGCAATGTTGAGAAGATATATAGA 
TATCTATTTTAATACTGATTAATATGGAGGTGTTTGTGTTGGTCAGTGAT SUITE 40 
GTCATCGGGAAAAGATCTGAGTCATTGAATCCCCATTTCTTTTCTCTTTA 
TTTTAAGGGAAACACGCAGCAGAACTTGGTAAGGGAATTCCCTCCCTGGG 
TTTGTTCTCTTGTTTTTCTCTTTTGGAGGGGGATTTTTTCTATGTCTTCT 
TTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTT 
CTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTC 
TTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATG 
TCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTA 
TGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTC 
TATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTTTCCTTCTTT 
CTTTCCTTCTTTCTTTCCTTCTTTCTTTCCTTGGATTTTGAGCCAAAAAA 
ATCACCTCAAAATGAGCCTGAATGTTTGCACTGAGGACTGAGCACAGCTG 
GGCACTAATTCATCTTTATTTCTCTCTTATTTACAGAGGAACGCGATCTG 
AAAATCAGTAAGTGCTGCCCCAAAGCCATAGGGCTATGCTGGGCTTCATC 
C CC AC AAC AT GAATTTT AT AAATT AAAT AAAT AAAT AAAT AAAT AATTT T 
ATATTTTATGTATTTGATATTAGCAGTATTTAAAAAAAAGAATAAAATAA 
C T C AAG AAT CT T AG GAT C AAT AGT AAC AC AAT GAT G C AAC GT G G AT AC AA 
AAGCAGTAATTCCTATTTCTTTGGGTTTTTATCCTTCCAGGGGAACACGA 
AGCAGAGATACGTGAGTGTTATTTTATATACTCTATAATGGAAAACTTTT 
TTCTCTGTAATATAAAAATAGGCTTTATTATTTGAGGGGTTTTTTGGCTT 
AAC GC AAAT GCGAAGTGCTTG AAATT CT AC GT AT GAAATAGAGGATTTCC 
CATAGAGAAAAACAGCAATTTGGGGCTGGAATAAAAGTTTCATTTCCTTG 
CTGAAAAGTGAATGAAAAGGGGGGGAAAAGAACATAAAAATTGAGTTTTT 
TCCCTCATTAATCTGTCATGAAATGGGTTGGGTTCCTGAATGGTGATGTC 
AACACCTCGTTTTGGGTTCAGCCCAACATAATATGTGTCTGTCCTTTATT 
FEUILLE DE REMPLACEMENT (REGLE 26) 
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TCTGTATCACTGGTGTTAAAGAGAGCTGTTTTGAACTAATATCTCTTTTT 

TAATTACTTTTTCTTTTTCTTTTTCTTTCCTTTTTTCTCCCGTTTCTCTC 

TGTTTTGCTTTAAGGGCGCCTCACTGAGCTGCTCGGTAAGTGCATTTCCT 

TCCTTGCATCTGTCAATCCAGCAACAAACCAAAGCCTATTTTGGGGGGGA 

AGGAGGGGATAAAACACAATAATGATGAAATCAGTGCTTTGGAAAGGGTG 

CAATTATTATTTCTCCTGCAAATGAATACTTCCTTTTCCCTTTTGTTTGC 

AGAGGACCGCGATTCCGATGTCCGTAAGTCCTTTTGTTTGTCCCGGAGCT 

GTGAATCCTCCAATGGGAAATGCAGAATTTCAGAGTCTGCCCCAAAAATG 

ACCTTTTTGAGGCTACAAGGGATGGGAAAATAAGGAGAAATGTCCTTATT 

TATTGATCTCCTTGTTTATGTGCAAAACTGGGTGACTCTTCTCTGCCGAA 

CACGTTAGAAATAAGAACACAAAATGGGAGGAAATGGTATTTATTCATAT 

CTGTTGTTTTTCTGTTTAATTTTTAGGAGAACAGGACATCCTCATTAGTA 

AGTGGCACTTTGGATTGATAAGAAATGCAGCTCCTGGGGACGTTTGGGTG 

CTGCGATTGCTGGCACTGCTGGGGCTTTGTGTTGTGGTGGAAGTGGAATT 

ACTTCAAAAGAAGAGAAGAATGGAATTATCTGGAGAAAAAGGGGAATAAA 

T G GAAC T G TT T G GG AAAAG AAGGAG G AAT AG AAT G G AAAT ATT GGGG AAA 

AAAGTGAAATAGAATGGAATTATTTCAAAAAAAATGGAATGAAATTTAGG 

GAGGGGGAAGGGGAAGTGGAATGGAATTATTTGGGGGAGAAAAAGGGGAA 

AATTGAATGACTGGGGGGGGAATGGGGAAATAGGATGGGAGTATTTTAAA 

AATACAGAATTGTGAAGGTTTCAGCCCATCTCAGAGAGTTTGGTATCCTC 

GAGTTCCCCCTTTGCAACCCATTGAGCATCCTTGGGATGACACCAAATTC 

TGTTTTCTCCTTTTCAAGGGAAACTGTCAGAAGAGCTCGGTGAGTTATTT 

CCACTTCTTACATACAAAACTGATTCTGGATATTCTTTTTGTGTGTTTTC 

CTGCTTTGCCTCTTTGTGTTTTAAGAGGCAACTGCAGAAGGAATGGCACA 

AAGGGTGCAGAGGATCTTTGGGATAAATAACAGGGAAAACAGGGATGGGA 

TAGCAATGAGTTGGTGCAATAATCTATGGCACAAAAGGTGACGGCGTGTT 

TCACATTTTGCTTTTTCTCTTCCTTTTAGAGGAATTAAGGGGTCGGGAAG FTfTTPF 1 0 

TTGGTAAGTGAGATTCCTTTCCCTCTTCTCCCCAAAAGGATAAGGGGTAA 

TTTGGATTCTGATCTCTTTTTCTCCCTTTTTGTTCCTAGAGGAGAGTGTT 

CTGGAGAGGGGTGAGTATCATTCTCTTTCTACTGCTGCTTTTGACTGAAG SUITE 41 

G AAT C C C C C AT AAGC AT G CT GGT G G G ATGGG AATT C T AC AT CT GAT AC AC 

AATTATTATCATTTCTTCATTTTTTATACACAGAAATAGATAATTTTTTT 

CCTTTCTTTTCTCTTTTCCCCCTTTTTTAGAGGAACATGATGCCAGAATT 

GGTACGTGTCCATCTCCCCCTGCTTTTGTGGTGTCTTCAAGAAGGCCAAT 

GGGGTCATTTGGGATTGTTTGGGTTGAGGATTGGGTTCTTGATTGAATTT 

GGGGGAGGATTCAGGTGCCCAAACACAACATCAGGTCCCATCTCATGTTT 

TCCTATGGGCTTGGATCCTTCTGTTGGATACCTAAGAATACCTGAAATCC 

AT AAT AT G C C ATT AGAAGT AAC AC AT C CAT C AAT GAT AT AT CC AT AG AAT 

ACAAGAGAACGGTCTACATTTACTTCAGATCCCATTTTCAGGTTAACCAT 

GAAAAAAATACCCAAAGACTGAATGTCACCATTCAGGGATCCCGTGTGTA 

AAATCATGACTTCTGCTTTAATTATAAGAAAAATGAAATTCACTGTTTTT 

ATTCTCTTTTAAGATGAACTCTCAACAGAAGTTGGTGAGTATTTTTCTGC 

CCTCCAGCAAAACCAAAGCATGCAGTTTGCAGTCTGTTTTGGATATATAT 

TGTACGTGGATATATAACCTGTATGTTATAACACCTCTGGTTTCCTTTTC 

TCCTTCTTTTCCT C AGAAAAAC G AG AG AGAAG AATT GGT G AGT AT C AAAC 

TTCCCCCCAGAAGTGGACTTTGGTGTGTTGGGAAGATCCATACCACCACG 

TTGGTGCCAAACTTAATGGAAATCCTTTGTTTTTTCCTTATGTTTTCAGA 

TGAACTCACTGCAGAGCTCGGTAAGTCGTGATTATAACTCATAACGAGTT 

ATAATGCTATTGTTATATATAATATACATATTATATATTGTTGCTATAAT 

TCATAATAGAGCAAACAATCACAAGGCACAGAAATATGGGTTTGCTTTGA 

GAGCCAAACCTTAGGAAGTGATAACACAATGGGAAGAGGACAATGACCAT 

TTCTGTTGTTCCTCTTTTCAGAGCACTACAAGGCAAAAGCAAGTGAGTGT 

CTCCTTCCTCATCTTCAGCACGTGAGAGATTTTGGGGGCTTTTGGGACGG 

CTATGGGGATTTACACATAATAAAACAGAAGATGAGAAGACAGTTTGTTA 

AGTTGAATTCAi}^ 
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TCCCCAGTACCCAATTATACAATGGGATTAATTACAGCCTGCCCAGGAAA 
GGAGCACTGAATTTTTTCCTGCGTCCATCCAGCATGAAGTCCATCAGACT 
TAAGCTTACAGCTTAAAGAATGGTTCATTTTTTTCATTTAACCCCCTCGT 
AAGTTAAAAGATGGACTTCAGCATCACAGAAGTAGCCCAGAAATAGTCAA 
AAAATGGGTCATGAATTTCCAGAGCACCCCCCCACACTTTCCTTGGTGAA 
TAGGAAAACAAATATTAAAACTAATTAATTGGTTTTTTTTTCTTTTTAGG 
AAGATGTTTTGAGGAACACAGTAAGTGCCCTTTTCTCCCTTCTTTAAGCA 
TCAC T TTTCACTTTAAGTCTGCATCACAGTTAATAATCCATCTCCTTATT 
ATGCATTTTTAGGGAGAGGCGAAGAAAAGTTGGGTAAGTCATTTGGTTAA 
TTGGGTTTCTGCTTGCAGACCCCATCCAGGAGCTCATGTCCTCCTCTTAG 
TGTC T GCACTGTAGAAATATCCAGGTTAGACGTGTAGGTAGGAAATACTG 
GACCTGCGTGGAGGTATTGCAGACCCCATTTATGTGTAGGGGAAGCAGAA 
CATCAAACTATTGAGCCTTGAGCTCCACGAAGACAAGCCACCCTCTTAGA 
TTTCAAGCGAAGTCGAGCTGAATAGATTTAATTCTTTCTTTCCCATAGTA 
AATGTGACTCTGGACCCAGAGACGGCCCACCCTCGCCTCGTCCTCTCCAA 
GGACCAGAAGAGCGTCCGATGGGAATACAGCCTGCAGGAATCCCCCGACG 
GCCCCGAGCGCTTCGACGCCGATCCCTGCGTGCTGGGTTGTGAAACCTTC 
ACCTCTGGGAGGCACTGCTGGGTGGTGGATCTCACAGAAGGGCAGTACTG 
CGCCGTTGGGGTCAGCAGGGAGTCCCTGCCCAGGAAAGGAGCCGTCAGCT 
TTAACCCTGATGAAGGCATCTGGGCTGTGCAGCAATGGGGGTTCAAGAAC 
AGAGCCCTCACCTCCCCTCCGACCCCACTGAACCTTCCACGGGTTCCCAA 
AAAGATCCGCATCTCTCTGGACTACGAATGGGGCGAGGTGGCGTTTTTTG 
ATGTGGAGAACCAAATGCCCATCTTCACTTTTCCTCTGACCTCCTTTGGT 
GGGGAGCGGCTCCGGCCGTGGTTCTGGGTGGAGCTGGGCTCCCTCTCACT 
GCCCAGATAACCCCGGAATCCCTGGAGGTGCTGTGGAGGTGCCTTACAGC 
AGCTCTTCCAGACCGGGGTGGAAAAACTCTCAGGAAAAGCAGCATTAAAA 
CCTCATTCTCCCTCTTCCCAGTCAACCATTGTCATGCAAAAGAAAGGAAA 
CCCATCCTCAATGTCATCAGCATCCTCCGTGTGTCATGTCTGGTGGCCCC * ibUKfi lu 

CATTGATGTATGGGGTGGCTCCTGTTGGTGTCTGGTGCCCCCTATTGACG 

TATGAGGTGGCCCCCATTGACGTGAGGTGGCCCCCATTGACGTGAGGTGG 

CCCCTATTGACATATGGGGTGGCTCCTGTTGATGTCTGGTGCCCCCCATT => UJ - 1C - *»* 

GACATGAGGTGGTCCCCATGACCAGCCCCTACCCTGGATCCAATGCCTCC 

TGATTGCAGTTCCAAACTCTAGGGACGTTAAACGACCCACAGAGAGGATG 

GGGTCCTCTTTGGTCTGATGGAGAGAGGTTGGCACCAGGGTAAGTCGCTG 

CCTACATCACCACTGGTGTTTTGTCTCAGCAGCTGGTGTAAATTTCTGCC 

ATCTGGGCTATTTCTGTAGAAAGCAAAGAAGCTCTGCTGGTGGGCAGCTC 

ATCTCCCAGTGTGAAAAAGCAAAATGCAACGCATGCACCCTGCTATCCAT 

GTGGCCATCCCTCTCCATCAGCTGTTGAAGGAGAAATCTGCACTCAGAAG 

AGATTGAATTGGGCTCAGATCTGGCTTGGGAAGATGATGATTCCAACCAG 

AGTCCAGGAGACTTTGGGGAATGCATGAATCCTATAGGAAAATGGATAAC 

CCTTCATCCAAGAGCAAGCTGGCATGATGCTCTGGGGTGAAAACCCATAA 

TGCCACCTGGTTTTAAGGTTTGGGGTGGCTTACAATGTGCAGCTCTGCTT 

CCGGCGAGGCACTGGGAGCCCTAAACCCATGGAGAGGTCAAACCAGTGCT 

GGAGGTCATTGTGGGCCCAGCTGCAATGGGAGGTAGGCAATTATGGACAT 

CGCTGAAGCCACCCCACGCTCTGGGGAACTTGGGTTTTCACCTTTCACTG 

CACTTTAATGGGATTTCTCATCAATGTCTGCATGTTCTTGGCCACCTGTT 

TAAAAATATAATAATAATAATTAAATCTTTTGCCCCACTGCGGGATGAGC 

AGCTGGTGGTTCCCAGCTCACAATAAACCACACTTGAGACTCCCTGGAGA 

ATTCGCTTTCTTTTTGCAGCTGGTTCCATGTGGGGCTGTTCAGCCCCTCT 

GCAGCTCATAGGCTTTTCTTCACAGCCTCTGCTCCACCTATTGCTGAAAA 

GGGGGAAATTTGAGATGGATCCCATTTTGTGAACATCTCCCACCTGTGGG 

TAATGCTCAGACCTCTCAGCCCTGTGGGTTTAATTTCTCTTTCTGCAGCT 

TAATGGGTTGGGGATGTTCATTACTGCAATAATTAGTGATGGGATAGGGG 

AGGCAGGAGAGGATCCAAGCAGGGGAAAGGGGAGGGGAAGGACATACTGT 
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AGAATACCATTCCTCCCTATGCCAAAGCAGAACTGAGGGCAAAAATAGTG 

GTTATTTAAAAATATATATGTTTTAATTGACTATCAACAGGGCGAATGGC 

ACAAAGGTTGCATCACGCTGTGTGGTGGGTTTTGATGCAACTCAAAATTG 

CAACTAGGAGTTCCTGTGCTAAGTGCTAAGGAAAAATGAGATGAAAAATG 

AGATGAGAAGCCGCCCAGCTGTTTAATTAAAGCAGTTTGGTGACTGTCGT 

GCTATGGTGACTGAAGTAAGCAAGCACTGTGCTGCAAATGCCCCCATCTC 

TCCTGGAAGTCGAGGATATTTTCCCCTGTGGCCAATAATGACAGAGCATT 

TTAAGCCCAAATCTTTATCCAGCCAAATTCCACAATGGAGACACCGATCT 

GCAGGGAGATTCCAGATAGCACATTCTGTGTTTCCTTAAATAGGGCTGAT 

ATTTCCCTCTGTCCCACATGTGATCCATCTGAGCTCACACAGCCCTTAAA 

AATCTGCAAGGATCTTGTTCTGCTGCCTGGCGGTGAGTGTCTTTTTGGGG 

CTATTTGGCACCATTTTGGCAACGGGAGTTGGCAACGTCACCCTGAGTTC 

TTCCAGAGTTCTATGAAAAGCTTTAAAATCGGGTTTTTGCACTTTTTCCA 

CGATCCACCTCTAGGGACCAAGCTGGT ATTGGGGGGGGGGGGGGGTGTGC 

TTTCAGGGGGGTTTGGGTTCTGTTTTGGGGGATATTTGGCATATAAAGGT 

GGTTTTCACCTTTGGGATGGGCCTTGGAAAGGAGTGTTTTGTTGGCTGTC 

CCGTTGCCTTTCTTCCTACAAAGCCTTTCTTCCTACAGAGGCTGCACCAA 

GGTCTCTTTTAGCAGATCACAAAGAGAGGGCGCAAAGAACGAGGTTAGAA 

TTCAAGTTTTTAGGGTTGAAATATGGGTAGGATGATTGAGTCCTTCTCCT 

TTGTCCGTACCAAGCCTGGAGATACCAATCTGAGATGTCAAACTGCACAA 

TGGAGCCTTCAGTGGGATGAACTTCAGGCCAGATGCCCAAGAGAGGTGTT 

AAGTTTTGGTTAAAGCCCACATCAGTAGCAATAGAAAGAAATGGGTGATT 

CATCCCTTCCAAAACTCAACTTTTGGAAGAAATTAGGGAAGAAATCCCGC 

TTCCGTGCTGAACCCTTCTGTATTTTCACCCCAGGGCAAAGAAGGAGGAT 

CGCGAGAGATTGGAGACCACAGCACCATGGCCTCTGCTGCTTCCAGAGCA 

AAG G AAAAGG G AG AG G GG G G CT C C C AC C AC C CT AT C C C AG AG CAT C AGAT 

GGGCAATGGATGCAGCAGCTCCGTGGGTCGTGGAGGTGGCACGTGGCAGG 

AG C G AGG AC GG CT C G GAG AT AC C G AGGT CAT C AG C C AC C G AAAC CAT CT C 

AG G AAAG G G AAT T T C C AC AC AAAACT C CAT T T G GAG C AC CT G G C AGAG AA FIGURE 10 

GCTGAAGCTTTTGGGGCTGGATGGAGACAGAGGGGAGAAGGAGAAACTCT 

GCTCGTGGCGCAAGAGGACATTCCCCTCCAATGGACCACGGGATGATGGA qTTT TF 

GGTCCCACTGGAGCCCCCATAAAGGAGTCAGTGCAGGAGGATGTGGTCAG * vllt * 4J 

CCCTGTGTTATTCCCTAAAGCCCTGTTTAATCCTTCATGTCCATGCTGAA 

AACTTCTTCTCTGCGAAGTCCAACACATTGCATCTCTTCCCTTCTTTCTC 

CCATCACAATATCCTCCCCAAACCCCTTTTTCTTCCTCCAGGAGCAGATT 

CACAGCGATCTGGAGAACCTCAAGAAACAAAAGGAGGAGCTCTTAGAACT 

CAAAAGGAGTGGGGAGAGGCGATGCCAAGACCTTCTGGTAAGAAGCTGTT 

GCCTTCAAGCTGGAAAAACAGAGGTCTTTTTGGGGTCCACGTTGTTGATT 

TTCCACAACCTACAGACACGGACGGAGGCTGAGAGGCAGAAAATTGTGTC 

AGAATTCCGTCAGCTCCGCCGTTTTCTGAAGGAGAAGGAGATGGTGCTCG 

TGGCACGGCTGGGGGAGCTGGACAGGGCTGTGCTGAGGAGGCAGGAGGAG 

GAGGAGGCCAAGGTGGAGGGGGACATTTCTCTCCTCGGCATCCTCATCTG 

TGAGATGGAGGAGAAACTCAAGCAACCCACACGTGGATTCCTACAGGTTG 

GATTCCTACGGGTTGGATTCCTATGGGTTGGATACTCCATTGGACCCTCT 

CCCTTCTTGTCCACCTTCTCCAAAGCTGGGGGAGATTGAACCATTTTTTC 

CTATCTCTTTCAATTCCAGGATGCCAGAAGCACGCTGAGCAGGTATGTGC 

TCCTTCAACCTCATTCAACGGGGTGGAAAGGGTTCCCCATCCCCACACCC 

ACGGATTCTAGCACAGAAATGAGAAATGCATGTGATTGAGGCAAGGTTGG 

AAGTCCCATGGGGGTCAAAAAGTGCCTCAGTGTAGGAATGGCCCAAGAGA 

AAGACCTCGTGGCCATTGGGGCGACCCAAGGGACCGCATTCTGTACGGAG 

CAGGTTGGCATCCCCAAACCTGTGACAAAGGGACATTCTGGAGCCAACCA 

CCTCAACCTCCATCCCCACATCACCAGAGATCCCCACACTCATCACCACC 

AGTCCCAGCACTGATGAGATTTGTGTCCAGGTGGGAGAGGGGCAGAACAC 

GAAGGATGACAGAG^grnaTg^fteS^^ 

TCCCAGCAACATAAAATCCTCAGGGAGACGTTGGGGAGATTCCAAGGTAT 
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TGTGGACCACAGTATTCCTACCACATAGGATTTGCTTTGTACTGAAGGTT 

GGGGGGTTTTTTGGTCGTTTGAATAGGAGTTGTATACACTATTGGAAAAC 

AATTTGCATTAACTCACACTATCAATCATTCTTAGGCCTAAGAGCATCTG 

TTTTTTAGGACCAAATCCCACAGATCCCACATAAAATCCTGCACAGATAT 

CCATGATAAACATGGTGGGAACTGAAGCAGGCAGATGTGGGACATGACAT 

CCAACCTTCTGTTCATCCCCAGATCTTTTTCTATCTGAGCTGGAGAAGGA 

GGAGGGAGCATCTGTAGGAGAAGAGGGAAAAGGTGAGTCCTTAAAGCATT 

TTCCTTTTGCTCCATTGGTCATTTTTTTAGCCAAAATACTGCGTCAGAGC 

ATCTGGAAAATGATGGTTTTGAGCTCATTTCTGGTTTCCTAAAGGTGATA 

TAAAGAAGCTTTCCTATATTTCAGCAAAGGTTTTCTGAGCTGGAAAATAT 

GGAGACATCGCTGATCCCAAAGTAGATTTGGGGTGCTGTTCCAGCTTTAG 

GGTGATGCTCACCCATTTCTTCTCCATCCCCAACAGCGTTTGTCACCCTG 

GACCCCACCACTGCCACTGCAGGGCTCGTCCTGTCCCGGGACCGACGTGG FIGURE 10 

GGTGAGATGGATGGATATGGGGCACAACATGTCCCCTTGTCCCCAACGCT 

TCGATGTCTCCTGCTGTGTGCTGGGCTGTCGAGGCTTCACCTCAGGGTGG c ir rrv aa 
CACTTTTGGGATGTGGAGGTGATGGGTGGTGCCACGTGGGCACTCGGGGT bUITE 44 
GGCACGCAGCTCTGTGCCCAGGAAGGGTTGGCTCACTTTCCACCCCGATT 
ATGGGATTTGGGCTATGGGATGCTGTAGGAACAGCTTCCGAGCTTTCACA 
TCTCCCCCATCC 



FEUILLE DE REMPLACEMENT (REGLE 26) 
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GGGGGGCGATATGGGTGGTGGGACATGAGGGGGCCGGGGGGGGTCGGGTC 
TCACCCGCCAGCAGCAGCCGCAGCCCCGCAGCCATTGCTCTCCGCTGCTT 
TCGCTTTCGGCTCCGCTGTGGCCCCACCCCCTCCGTCACTTCGTCAATAT 
TAATTTTAAATCCCTGAAACCCATTAAAAAAAGGGTCGGAGAGGGAAAAC 
TCATTCAGGAACAGTGTTGGAAGAGGGGACATGGGTGGGACAACCCGGCT 
TTCCCCACAGGCCGACCTAAACACAGCCACTGCCACCCACCCCGGATCCA 
TGGGTGACGTAAGGATGAGGTTCCAGCACATATTGGACCCTTCTGCGTTT 
GCATGG FIGURE 10 



SUITE 45 



FEUILLE DE REMPLACEWIENT (REGLE 26) 
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GTGGGGGGCAGCGTCCGCGCTGACCTCGTCTCGCTGTGTTTCAGGGCGCC 
CCGTCGCCGCCGCTCCAGGTAACGTCCCGTTCCCATTCCCGTTCCCGTTC 
CCGTTCCCGTTCCGCGCTGCGCGGAGCGGCCCCGATCCCGGCGCGGGGCT 
CAGCTCTGCCCGTCTCCCCGCAGGGATGCTGAATTAGCTGCTGCCCCGCC 
GAGCCGCTGCACCCGCACCCCCCGCTCTCCCGGCCGTCGCCTCGGCTCTC 
CCTCGGGCTGCCACCGCGTCCGTTGGAGATGTCGCCACGATGCACGCTTC 
GTCCCCATCCTAATAAACGCGCTGACTTTGACCCCGCTGTTCGCTGCCCG 
TGAATCATTGGGGACTTTCCGTCGCGTGGGAGGAGGGGAGGGAAGTGAAA 
GCTTCGTGGAGAAGTAAACCCAGCACCCTATGGGTCCCACGGGACGTGGA 
TTGGTGGGGATGGGGTGGGATTGGACTCTTGGTGGTCATTTCCACCCATA 
GGGAGCTCGCGGCCACCCAGTGGTCCTCATATAGACTCCATGGTCACACC 
ACTGTCACCTTTTGGTCACCCCATGATCCCTGTGTTACCCTCCGGGGTCC 
CTCAGTGGTTACCCCACGTTCCCCCAGAGGCTCCTCCTGTCGCCTTCATC 
ATCTCACCCCATTGACCACATACCCCCCTCCCCCTATGGATAACCCAAAG 
CCATCACCAGTGGTGTTGGGATGCAAACACGGGGCCCCGGACCTGTCCCT 
ACAAGCACAGGGTGGTGACACAGCCCAGACAGTGATGCTGTGTCATTTGT 
CACCAGGCAGAGGACACACAGCCACAGCCTGGCTCAACTCGAATAATATT 
TTCTTTATTTACATGTTAAAGAATCGAAAGGTTGGAAACATACAGTAAGA 
TGAAAACACGGCTCTAAGGGTCTAACAGTGGGGCAGGAGGGTGGGGGGGA 
GGAAAAAAAAGAAAAAAGGGAAAGAAAAAACCAAAACAAGTAGAAAAAAA 
ATGATACAGTCAACGTAAAAAAGGGGTGGCCCTCCCTCCCCCAGTGGGAA 
CATGCGGCGCTGCGTGCCGGGGGGTTTTATGTACAGGGGCCGGGCAGCTC 
CAATAAATTAAAACCTCCAAATACAATGAGGGGGGAAGGGGGGGTGCAGA 
GCCCCTCGCTGGGTGGTTTTCCTTCTTTAAATGCTTTTTTTTTTTTTTGT 
AATTTTTTTTAATTTTTTTTTTTTAATTTTTCTTAAAAACCCCAAACCTT 
TTTCTCCCCCCCCCCCTTTTTTTTTTTTTGGAAAAAATCCCACGAGTCAG 
GAG G AAAAAAAAAAAAAAAG C C AAC C C T AAC AC AAC AAAC AGT AAAAC CT 
GCTGGGGGGCACCGCCGACCCCCCCTTGTCCGACCCCACAGCCCCACACT 
GCCCTGGGGACGCTCGGGGGCCTCCGGTCACACCGGGACCCCCAGCTGAG 
TCCATGGGGCGTCCCCTGGGCTGCTGGGGGGCTCTCGGTCTGCTCCATGC FIGURE 10 

CGGCCCGGTCCTGCAGAGCCGCTCGGGATGCTGCCCCATGTGGTGCTGTG . 

GGGTTTAACCCGAATCCGAGTCGCTGGTGTCCGAGGACGAGGAGCTGGAA 

CTGGAGCTGCTGGAGTCGGAGCTGGAGCTGGAGGCGCTGAGCCGTGAAAC SUITE 46 

AGCCACCTGCTGTGCTGACTCGGGCTTCTCGTTGGCTGCAATGGGACAAC 

ACTGCGCTCAGCATCACCACAGATCACACCCCAATCCCACTCCAGACCCC 

ACACTCACCCTTTTTTGGGGGTTTCTTGGCTGAGTTGAGCTGCCCGCTGA 

CGTCCTGCAGCCGCTTCTCCAGCTCCCGCTTCTTCTCCAGCGCCAGTTCT 

TCTTTCGTCTTCCCCACCGGCTTCTTCATGGCTGTGAAATTCAGGTTCAG 

CCCCACACCATCCCACCTCCACCCCAGGGCCGCCCCCTGAACGCAGCCCC 

CCACTCACTCTCGCTATAGGGTTTGCGGGGTTTCTTCCGCAGGCAGGACA 

GCACGTAGCGCTCCAGCTCACGCAGTGTGGAGGGTTTGAGGGTCTCGAAG 

TCGATCTCGATCTCCTCGGGGTTGGAATCACGCAGTGAGGGCTCCCGGGA 

CTGGATGATGTGCACCACACGGCCCAGCTTCTCCCCGGGCAGTTTGTTGA 

TGTCCAGGCTCAACTGCCTCTTCTCATCGTACGTCATCGGTTTGCTCTCC 

TCTTCCTCTTCCGAATCGTAGAGCGTGGGCGGAGGCGGCAGCGCCGCTTT 

TGCTGCTTTCTTTGAGTTCCTGCAGGAAGCAAAGCACCATCAGGAAAATG 

AACCTCAGGAATCACCCCACAGCTGACCATCATCCCCCAAAAAACAGCCT 

AGACTCACTTGGAGCTGCCCCCACCGCTCCCCCCGCCGCCACCCTTCTTG 

GCTTTGCGGAGCTGTGCCTGACGCGCCCGGCTCTCTTCATCTCCTCCTCG 

CCCTTTGTGCTTCTCCGATTTCTTCTTTTTCTTTTTCTCCCGCTTCTTTT 

TGGGTTTGGAAACGGGGCCCTGTGAGAGGGCAGCCAGCTGCTCGTGCACG 

GCCCGCAGCTGTGGGGGGAGACAGGGGGTGAGGCGGGCATGGGGAGCAGG 

CACAGGCAGCAGCACCGGCCCAGCTCCGGCCCTCACCTGCTCCTGCAGCT 

CTGCCAGGCGGTTGGCACGTTCCTCTTCCGAGTCAGAGCTCTCCTCGCTG 

TCTGATGAGCTEEUJfctl&<DE;RBl^ 
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TTCATCTTCATCATCCTCATCGCTGGAGGATTCCTCGGAGGAGGATTTGG 
AGAGGGCTCCAAGCAGTGGGGCAGACACTGAGGGTGGGCTGGCGTCCTGC 
GGCTCATCAGGCATCTTGGCGTAGCTGAACTCAAAGACATCCTGAGAGAG 
AGGACACAGAGGGGTAAGCTGACTGGGCTGGGGGTTACGGGGCTGCTGGG 
TGACCCCACCCACCTGCAGCTTGCGGGCCATGGCCACCACATCGTGGTCG 
GGAGGGTTGTATTTGTAGCAGTTGGAGAACATTAACCGGACATCAGCGGC 
AAACTCCTGTGCGTCATGGTAGTCCCGGTTCTCCATCTTCCGCTGTGGGA 
AGGGAAAGGCGTGAGCAGACCTCAAAGCCACCCCCACAAAGCCCCCATGA 
GGCTGTGCCAAGGCCCACGGAGTCCCCAAGCGAACCTTGATGGTGCTGAG 
GTCCATGGGGTGTTTGATGATCTCGTGGTAATCGTGCAGCCCCAGCGCCG 
AGGCATCGACCGGCTTGTAGAAGGGCCATGCGTAGGCAGCGTGCTTCTTG 
GAGAGCAGCTCCTTCAGAATCCCATTGCAGTATTTGAGCTGCTCCGACAA 
TTTGCCCTTTTTGGAGGTCTGATGCTGCTGGGAATCCGGCAAGTCCTTCT 
TGGGGGGTTTGATGGGGCGGCCGCTCTCACGCCGTGCGGGAATTTTGGCC 
GCCTTGGCCTCCAGCAGCGTGGCTGACGGGGAGGATTCACCGCTGGTGGC 
TATGATGGCGGTGGTGGTAGGGGTGGTGGTGTCTGCTTTCCGCTTCACAC 
CCTTTTTCTACCAAAATACAGAAAGGTTGATGAATGGGAGGCCCAGCACA 
GCCCACAGAGCCTCCTCCCGTGAGCGAAGAGCTCCCATCTCCCACCTTGG 
CCACGGGTTGGGTGGGCGCAGGCGCAGTCAGCACAGCCGGGGCAGTGGAG 
TGCAGCGACTTGAGGAGCGGAGCGGAGATGACGGACGGGTGGGGAATGTT 
GACAATGGTGGTGGCGATGTCGGGGCTTGGGGTGTACACAGCGGTGTGGG 
ACACAGAGGAGACAGCTGGCACTTGCTGAGCCGCTGTGAGACCTGCCAGG 
AGCGCTGCGGACAGGCAGAACCCCCATTAGCACCAAGGTACCTTCAGTGC 
TCTACCTGAAAGCGCAACCCAAAGAACCCCAGGTACCTGCTGCCCGCGAC 
GCTCCCTTCTTGTGGCTGTTTTTGGCCACTGGGACCACGATCTCCTGCTC 
TTCTGGTGGCATTTGGGCCACCTTCTGCAGGAAGATCTTCTCCAGGGTTT 
GGGCCATCAGCACAATGTCATCTGTGGGCTACAGGGACAACCGAAACGTC 
ACAGGATGCAGAGATGGCATCAAAGGCCTCAAAGCATCCATGCTGCAGTC 
CTCACCTTGTTATAGATATAGCAGTTTGTGAACATGGTGTTGAAGTCCTG 
CATGCACTCAGCTGCCCCCCAGTAGTAGTTGTTCTCCAAGCGCCGTTTGA 
TCGTCCCCATGTCCATGGGCTGCTTGATGATCTTGTGGTAATCCTGCATA 
GGGGATGGACAGTCAGCGCCGTGTTGGTAACCACACTGCACCCCTCCCAG 
CCCCAGAAGCAGTGGTTTGGGGTTTTTAGGAGCTCAACATCCCCCAAAGT 
ATCAGGACGTTGACACGCACACAGATCCGCTCTCGCACCATGCATCAAAA 
GCAGGGCAAAAGGGTGCAAAGGGATGGAAAAACACCTCCGGGTCTGGTCC 
CCGCCCGAGAGTGCCACCGTGCTGCTCTGTAGGGGACCTTCAGGTGCTCT 
T GT GGGTT GCCT AC GCT AT AGGGAC AGC C AAAACACT GCTGT C CACAGCA 
TGAGGTGCAATGGGGGCCACTAATGCTAAAGTAAGAGCAAACCTATGTGG 
AATTTACCTCTGGGCTTTAAATCCTTGGGCGCCACAGGTACACAGGGGGC 
TGGCGTTTAATATTGGGGTCACAAGATGTCTTCTACAAATTCATGGATGG 
GAATCTGCAAAACGCATTCAGGGCACAAGAGATTAGGTGAGGAAACATCC 
GGGTTCCCTCTAGAGCAGCTGCGTCACCTCACCCATACCCGTGCGGTGGC 
ACTGGGAGGGGACAGCAGCTCTGAGGACATCAGGTCACCTACTGGGGGGG 
CTTCAGAGCCTGTGGAGTTGGGATTATGCCCCTAAGAGAGGGCGAGGCCA 
GCACAGCCCAGGCACCTGCAGCTGCATCTCTGTGGTGGAGCCCATAGAGG 
GGACAATGCTGTCCCTGTGGCACTCTCAGGCTGGGGACCACGGCTCGGGG 
TGGCCCTCAGCACCCAGGGGACAAGTCTGGGGACACACAGCCATGCTGGG 
GGACCCACAGGAGGGGACACGTTACCGGCAGACCCAGCTTGACGGCGTCG 
ACGGGCTGACGGAAAGGCCAAGCGAACTGGTGCTTCCACAGGGCTTTCAT 
CACCACTTTGTGCAGGTACTGCAGCTGGTTGGTGACCCGGCCGGGCTTTT 
TGGGGTTCGAGACCTCTGGCGGAGGGGGGTTCGCCTGGGGGGTCTGTAGG 
GCCGGCACCGAGGCCATGGTGGGGCTCTCGAAGCCCTCGTAAAGCAGCGA 
GGGTTTGCGGATGCGTTTGCCCGGGGTCGATTCCGTCGCCAAACCCATAA 
GCCCGGCATTTCCCTCCCCCAGAATCCTGCAAGGGAGCAAAAGACAACAT 
CAGCAAGGATGGGGCCAGCGTTCCACCACCAAGGTGCACAAGAACAGCTC 
FEU1LLE DE REMPLACEMENT (REGLE 26) 
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AAAAAAAGGCAAAAAAAGTAATCAAAAAAAGGAAGGTTGGAGCAAACAAA 

GAGTCAGTGCAGGGGGTGACATCAGGGCCCAGCAGTTTCACCACCTCGGG 

GTACGACAGCCTGCACTACAGCATGACAAGGCAGCACCCAAACACTGTGG 

CCCTCAGCTGGATACACAACAGTGGGCTCCAAATGTCTGGGGACGGGGGC 

AGAATTATTTAAGTGGGGAAAATGAGGATTTAAGCAGCTGGGAGAGGTGG 

GATGTCTGCAGCGTGAGGAGAATTTGTCACCGGGAAAATACGGTGAATGT 

CGAGCACTGGGGCTGCTTTCTCAGGCAGCTCCCAGGGTGTTCCCCATCCT 

GCCAAGGACGTGGTGGGAATGACAAGGAAGGAAGGTGACAGAAGGACACA 

GCGGCCCCAGTAGTGGCGGTACAGGGTGGGAGGACACGGTGAGACCCCTC 

AGCATGGTGACAGTGTCCCCGAAAGCAGCTCAGTCAGCAGAGGTGGCAGC 

AGGGCCCTAAGGGCCCTTGTGATGCTGACCCCAAGGACCAGGGGTATGAG 

GAGTGGATAAATGGGGGTGGCCCAGACAGGATCCATGGGAAAACAGGGCT 

GCCAGGTTCCCTGTAGGATCTGTGTCCCTGCATCCCTGACAGAATTCACA 

T GG AC C AC G G G G CT G C C G AGT C C C AAC AT C C CT GAAG G AC C C AC AG AAAT 

GGGAAGTGGATAAATGGGAACAAGCAGCAGATCAATGGGACTCAGTGACC 

CCAAACTCAGAGCTCTGTGACAGAAAAGCCCCATAACTCTGGTGGACATC 

CACACTGCACCCTAATCCCTGGGCAATGAAGGGATAGCAGCAGGGAACCA 

CTGTGTCCCTGTATCTCTGACCCCAAAGAATCCATGGAGATGGGGAATGG 

ATAAATAGGGATGGCTCTGTAGAATCCGGGTCCCATTCCCCTCAAATAAT 

CCATGGGAATGGCACTGTTGGATGCATGGCCTTGAGTCCCTGTCCCTAAA 

AATCTGTAGGAATGACTCTGTGCTATGCACCTCCCCGTGTCCCTGTTAGG 

ATCCATGGGGACAGCAGGCTGCCAGGTCCCCTGTATGATCCACAGCCCTA 

AAAGCAGCTTGGTCAACAAATGGGAGGGAACAGCGGGTCCCTAAAGAGCG 

C C AGGT C G C CAT GT CC CTGT C C C C AAAGGAC C C AC AG GT ACAAGG AACGA 

AT AAAC AGAGACAAG G AGC ACT CAGT GGG AT AC AACT GAT GTCAGGT GC A 

GAGCCTTTGAACACAGAAGCCCCATCTCCCCATAGGATTCAGGTCCCCAT 

GCCCCTGTTGGAACCATGGGGACAGGGAGGCTGATGGATTCCCTGCAGGA 

CTGAGTTCCTGTGTCCCTGACCCCGAAGAATCGATGGGGACAGAGAGTAG FIGURE 10 

AT AAAC AG C GAT AG C C C T AT AAGAT C C AGGT CCCCGCGTC C CT GT C AG G A 

TCCGTGGGGACCGTGGGGCTGCCAGGTCCCCACGTCCCCGTCCCCAAGCA SUITE 48 

ATCGATCCACGGGGATGAGGAACACATAAACGAGGACAACCGGCATACAA 

ACGAGATCCAACCGGCCCCGGGTGGAGCACCGGGACGCGGCAGCCCCATA 

CCGCCGTCCCCGCAGCAACGCCATCCCCGGTTCATAACTGCCAACACCCC 

ACAGCCCCCCCCGGCCCCCATTCCTGCCCCTCATCACCTACTTGCTCTGG 

GGATTCACATTCTGCAGCATGCCGGCGGCTGCGTGCCCGGCCCTGGCTCC 

CGGCCTTCCTCCTCCACCTCCTCCTCCCGCCGCCGCCTCCTCCGACGTCC 

CCCCCACTTTGCCCACCGAGCAGCGCCCGTTAAGGCAGCGGCCCTCGGCC 

GGGCATGAGGCGGCGGCTCCGGCCGGGCCCCGCCGCGCGCCCTCACATCA 

GCGGAGAAAATGGCGGCGGGGCCTGGATGGAGAGGGGGGACCTTCCTGCT 

CTCCGCTGCGCACAGAACCCGCCGCGACGCCGCCGATATAGAGCCGGGAA 

AGCCGGTAGGAACCGGATAGATCCTCGGAAGGACGGTGTGAGGCGGATGG 

AAGGCGGACAGAGGGCGGATGGAGGCGGATGGTTCAGCGGGAGGGCTCCA 

TCTTGGCTCGTAGGCCCCGAAGAGGAATCGGTGCCGGCGGCCGCAGGCAG 

GGGTCGCTACGGAGGCCGGGGAGGGTCCGGTGGAGCCGTCCGGGAGCGCG 

AAGGCGGGGGCTGGGCCCGCCCGGTGGAGGATGGAGGCGGATTGGGGCCG 

CCCCCCAGCGCGCGCCGAGCCCGACCCGCACCGTCCCTTCGTCCCCACGA 

AATGGCGCCGCTCGGCCTGCCCCCGGCCGCCCTTATATAGACACCACCTG 

GGTGCTGATTGGTGGGTGGACGCGCTGACGTCAGCCACCCGCTTGCACCC 

GCCCTGCCGCTGCCTCATTGGACGGCGGTGCTCACCGCGCAGCGCTCCTC 

TTGGCCGCCCCGCACGCCACTCACCCGCGCCGCTCCCCCCCCGCCCTTCC 

GCCCGGTACTGCGACGGTCATTGGTCGGTGCTGCCATTCCCGGCGCGGCG 

ATTGGCCACCACGGATCACGTGAGGGCGGCGCTGTTGGCTGTTGTTGTCG 

CGCGCGAAGGTGCAGAGGGAGGGGGAGGGCTAAGGCGGGCGTCGCCATTT 

TGTGTGGCGGCGGCCAACGGGCGCGGGCGTCCCGGGGGTTCGGACCCTCC 
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GCTCGTGAGGCTCTCCCAGCCGACAGCGGCCATCGGGCAGCGGAGCCGCG 

GCGGTCCGCGAGCCGCGGGCTGAGCTGTGGTGAGGTAGTGAGCTGGGTCC 

CGGGGATCCTGAAGGGTCCTGAGGTAATCGCGGCCCTCAGCGCGGTCCCG 

GGGCCTTCAGTGCCACCCCACGGTGGTACTGGGGCCCTCAGACCGTCCCC 

TCCCCCACTGCCACGGCGATCCGGAGGGGGGGGGTCCGAGGCCGCCCCGT 

GTCTATTCGGAGGTGCTCTGTGCTCTTCTTCCCCACGGCAATTCTGGAGG 

GCTCACAGCTACTCCAGAGCAGCCCCATAACCGTCCTGGGGGCCTCACTA 

CCACCCTACAGCAACTCAGAGCCTCCCCCCACCCCCCCAAAAAAACAATC 

CTGGAATCCCCAAGGCCATCCCACACCAACGCTGAAGGTCTCAAAGCCCC 

CCCTCCCCCACACACACCGGTTCTAGGGTCCTCAGAACCACCCCACAGCA 

ATCCTGGGACGTTCCACAGCCCCTCCGTAGTAATCTTTTAGTTTCTCAAG 

GCCAACCCGTAGCACGGGGGGCCTCCGCTGCCTCCCCTCGTGGCAATCCT 

GGGGGGCTCAGTGCCACCTCACAGGAATTTCGGGTCGCTCAGAACCTCTG 

CAAAGCAATCCTGGGGTCCTCGAGGCCACCCCACACCGATCTCAGGGTGC 

TCAATGCCACCCCACAGCTGCCCCCGGGGCCGTCACAATCACCCCACACC 

AATCCTGAGAAACTCAGTGCCACCCCACAGCCAATCCCGGGGTGCCCCAT 

TGCCTCTCTAAAGCCTCCACCCCAATCCGGGGGTGTTCAATGCCACCCCA 

CAACCCCCCTCAAAGCACTCCTGGATACCCCACGGACACCCCAACGCCCT 

AAAACAAATCCCAGGGCGCTCAATGGAACCTCCCGCGCAACCTCGGGCTG 

CCCCACGCCCCCTCCAACTCAAGCACGACCCAGAGACCCCCCTTTTCTCC 

CAACCCCTCCGGCCCCACACGCCAAAGGCTCTCAAAGACCCCCCCCCAGC 

GATCCCGGACCCGAACAGGGCTTTGGGGTCCCCCCCACGGCGCTCCCGGT 

GCCGCCCCCCCCCGCCCCGTGACACAGCACTTTGGATCCCCGCGGGCCCT 

CCCCGCCGCCGCCCCCGCGCGAACACCCAAACATGGCGCTTTTCGCCCCA 

AAAGCGCCGGGCACAAAGCGGCGCCGCCCATTGGTCGTCTGCCCGCCGTC 

CTCGCTTCCCATTGGCCCCTTCGACGGCGGAGGGGCGGAACCAGATTTGA 

TGGACAGCTCATGCTCACGTGTCCTCCCCCCCCCCCGATTGGGTCTTTTT 

G G TTAAAAAAAT AAAAT AAAAT C AT AAAAAAAG G G C G AAGTTGC CC CAT C FIGURE 10 

GTCACTCACCTGAGCCGCTCCCACGCAGGGCCACGACCCCCAACCCGATA 

TCATCCTCGCGTCGCCCCCTTAAAGCCCCGTTTTTGGGGCAAAAAATCAA 

AAAAAACATCCCAGGGCAGAAAAAGGAGCCACGCGCTACGTCAGCTGCAC SUITE 49 

CGTGATTGGCCACCCGCCGTCACGTGACGGCCCCGCGCCACTCCGACGGC 

CCCATTCATGGAGCCCGGGCGGCTCCGCGGGGTCCTATCGCCGCTCCGGA 

GGGGGTGATGGCGCGCATGCGCAGTGCAGGGGGCATGTGGTGGGGGGAGG 

GAGGGGTGGGGCTGTGGGGATGCCCGGTGTTGCTGGGGGGCTGCTGTAGG 

GTTGCATGGCATTGCGAGGATGCAGCCATGAAGATTCACGGCATTGTAAG 

TGTGCATCTGTAGGGGCCCCTGGCATTGCAAGTGTGCACCTATGGGAGTG 

CCCGGCATTGCAAGGGTGCACCTCTGGACGCGTTTGTCATTGCAAAGGGT 

G C AG CT GT G GT G GT G AAT G GC ATT G C AAGGGTGT AT CT AT GGGAGTGT AC 

AGCATTGCAAGGGCGCACCTATGGGTGTGCCTGGCATTGCATGCATGCAC 

GTGTGGGGATGTATGGCACTGGGGGGGTGCACCAGTGGGGGTGCTTGGGA 

TTGCAAGGGTGAGCCTATAGCAGTGCCTGGCATTGCAGGGTTGCACGCAG 

GGATGCGTACGGCATTGCAGGGGTGCAGCTGCCGGCATTGCAGAGGGCCG 

AACCCGCCCGTACGGTTGTGCAGCGCTTCCAGCTCGGAGGGCGCATTGCA 

GTGCGGTGCATTGCAGTGCGAGGAGCCACTGCTGCAGGGTGTACAGTGCA 

CGCCCCGAGGATGTCCCCTCGGCTCCAAACCCCAAAACCCCACGCTTATT 

ACCCCCCAAAAACATACTTTTACACACAAGACACATTTTTACCATCAAAC 

CTCACGCTTTTCCCCCAAAATCCCTCACAAAAACAAAATCCGCGCCGTGA 

TGAGACACCCCAGAGATCTACGGAGCCTACTCGTCCCCTGCTTCATTAAT 

TAGAGCTGCTTATTAATTGCTTGCGGGTGGCTCAGCGCCTATTACAGCGT 

CGGGGCTCCCCGCTAGTTTCTTCTATCTAGTAACAAGTGACGCAAGGTAA 

CTGCGGAGCGCGGCCATTGGTTGAGCCGCACGATCATCTCCTGTCACAGC 

GCTGGTGTTCCCCGCAGATCTGTTCTGCCTAGCAACCGATGACGCGTAAA 

GCCGCGAGGCACGGCCATTGGCTAAACTGGTTGCCGGTAGCAGAGGGATG 

GGGGCTGCGAG^g^^ggf^gj^^t^GGCGGC 
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CCTGGGGAGCGTCAGAGCCGGTAGGGGACGAGGGCGGGGGGCGGTATGGG 
TGGGCACGGGGTAGTGCCAGGGGTGTCCAAGATGTGTGCATGGGGAGTGC 
AAGGGGCTGTGCAAGGAGTGAATGATGCACTGGGGCAAGGGGTGGGCATG 
CACTGGGGCAAGAAGTTGTGCAAGGGGTGTTTGTGCATTGATGCAAGGGG 
AGGATGAGCAGGACTGTGTTTGCATGCATGCAGGGGGTTGTGCATGGTGT 
GATTAGTGCATTAGTGCAGCGGGGTTGAGTGTGAGATGTGGAGTGTGTGC 
AGTTGTGAAAGGGTTGCCATGCACGAGCTGATGTGCGCTCAGTGAGCGTG 
CACGCAGCCTGCAGAGTGGGTACACCTGCAACGAGCATGCATGCAGCAGA 
TGTGTCCATGCACAGTGTGTGTGTGTGCCTGGTGTGTCCCCATGTCCCAC 
GCCCTGTCTGTGCCTGCAGAGCCATCGCTGCACACTCTGTCTGAGGTGCT 
CTTCTGCCAGCCGGACACGCCGTCGCTGGGGCTGTCAGTGGCCTTCGACT 
CAGAGCAGCTCTTCTCATTCGATGTCCCCAACTCGCAGTGGCTGCCGCAG 
CTCCCCGATGGCCCCTCGTGGCCCGCAGACATCGAGCAGCCCCACGAGCT 
GCTGCACGACGCCGCGCTGTGCCGTGAGCTGCTCGATTTGCTCACCAGAA 
TCGCCACCGGGCCAAACCCAATGCCTGAAGCCAAGGGTGGGTGCTGCTGT 
CCCCGCTATGACCCCACTGATGGGTCCCCAGCCGTGTGTTCCCAGTGATG 
CT G ACC C C AAT G G AC AT C C C C AGT T GAT G CAT C CC C ATT GAT G CAT C C C C 
CACAGACATCCCCATTGATGCTGTCCCCATTGATGTGTTCTCAGTGGATA 
TCCCCAATTGATCCTGTTCCCAATGATGCTGTCCCCAATGGACATCCCCA 
TTGATGCTGTCCTTGTTGAAGTTGTCTCGATTGATGCATTCCCATTGATG 
TGTTCCCAATGGACATCCCCAGCTGATGCTGTTCCCACTGATCCTGTCCC 
CATTGAT GC AT C C CC AATT G GTTT ATT CCCCATTGATTT ATT CCCC AT GG 
ATGTCCCCACTGATGCTATCCCCAGTAATGCTGTCCCCACTGATGCTGTC 
CCCAATGATCCTGTCCCCAGTGATGTGTGTTCCTAATGGACATCCCAACT 
GATGCTATCCCCAACGATGTGTCCTCACTGATGTGTCCCCAGTCCATGTG 
GTTCCCAGTGATGTGTCCCCAACAATATGACCTCACTGATGTCTCCCCAG 
TT GAT G C AAT C C C C AAT GAT G CAT C C CC AAC AATG C ATT C CC AAT GAT AT 
TTCCTCAATATGATGCTGTCCCCAATGATGCATTCCCCATTAACGCACTC 
CCACCGACGCATTCCCACCGATGTGTCCCCACTGATGCGTCCCCACTGAT FIGURE 10 

GTGTCCCCACTGATGTCCCCCCCCACAGGCATCCCGGTGGCCGACGTCTT 

CCTGCAGCAGCCTCTGCAGCTCGGCTACCCCAACACTCTGATCTGTAT GG 

TGGGCAACATCTTCCCCCCAGCCATCACTATCAGCTGGCAGCGGGATGGC SUITE 50 

ATCCCCGTCACCGATGGCGTCACCCACCTCACCTACACCCCCACCGAGGA 

CCTGGGCTTCATGCGCTTCTCCTACCTGGCGGTGACACCGCACTCTGGTG 

ACATCTATGCCTGCATTGTCACCCGCGAGAGGGACAACATCTCTGTGGTG 

GCTTACTGGGGTGAGTGGGGATGTGGGGGTCATGCTTTGTGTCCCCGCAG 

CGGTGGCTGATGGGGGCGGGTGGTGGGAGCAATGCTTTGTGTCCCTGCAG 

TGCCACAGGACCCCATCCCTTCGGACGTGTTGGCCACGGCGGTGTGCGGC 

GCAGTGACGGCGCTGGGCATCCTGCTGGCACTGCTGGGTTTGGGGCTGCT 

GCTGTCCGCCCGCCGGCGCAGTATGTGGGGACAATGGAGACAGCAGGGAC 

ACCCGCCCCGTACTCACTGATGTCCCCCATAAGTTGATCCCTCGGTGTGG 

GAACGGTGATGGTGATGTAATTAAAGCCCTTCATTTGCAGCGCGGTGTCC 

TTGTTTGTCCCCACTCCGGGAAGGGTGGCAATTAATGGGGTTGGGCATTG 

TCCCCATGGCCCCAGGTGGCAAAGTCTGATCCCATTGCACCGCCCATGGG 

GTGACGTGAGGAGGAGGAGGAGGAGGAGGAGAAGGAGTAGGAGGAGGTGA 

AGGTGGCACGGAGGGGATGAAGGCAGCAGTGCTCCTGATGGGGCCAAGGG 

GTTTCAGGGTGCTGGGGGCGATGGGGCTGGTGCTGAGCTGCGGGACAGCA 

GGTAGGATGTGGGGAAGTGTGGGGTTTTTGGGGTGAAGCATGGGGGTTTT 

AGGGTGCAACATGGGCTTTCTGGGGTGCAACATGTGGGTTTGGGGGTGCA 

GC AT GGGGGTTTTAGGGATGC AGT GTGAGTTTTTAGGGTGCAAAATGGAG 

TTTTTGGGGTGCAACGTGGGTTTGGGGGTGCAGTATAAGTTTTTAGGGTG 

CAACATGGGGTTTTATGGTACAGCGGGGGCTTTGGAGTGCAGCATGGGGT 

GCTGCATGTATGCATAGTGCACAACATGGGGTTCTTGGTGTGCAGTGTGA 

GTTTTTAGGGTACAGA G£gyjy^^ 

GTGCAGAATGAATTATTAGGGTACAACATGGGGTTTTAGGGTGCGGCACA 
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GGGCTTTGGGGCACAGCCCCAGTGCTGTGCCCTCCCCATGCCCCCAACGC 

AGGCGCCTTCGTGGTGCACATGGCCAGCTCCTGCCCACTGCTGGCCAATG 

GCTCCCTGGGCAGCTTCGACCTCACCATGGCCTTCAACAAGAACCCTCTG 

CTGTGCTACGACCCCGACGTCCACCGCTTCTACCCTTGCGATTGGGGGCT 

GCTGCACACCGTTGCCACTTTGCTCGCCGCCATCCTAAATGATGATACCA 

CATGGGTGCAGCGTGCAGAGGCACGCAGGCAGGCGTGCACTGAGCTGGCT 

GCACAGTTCTGGACACACACAGCACTGCGCAGGAGTGAGCACCGCTGCAT 

GCAAGTGGAGCATTGCAAACACGGGACGTTGCATGGGGGTGTTGCATGGG 

GGTGTTGCAATGGGGTGATGCACAGCCGGTCATTGCATGAGACGCTGCAC 

GGGGATGTTGCAAAGGGAACTGCATGGGGACATCGCACAGCAGGTTGAAT 

GGGATGTTGCATGGGGACTTTGCAAGGGAACTTTGCACAGAGCATTGCAG 

GGGATCCACGCAAGGAATTTGCATAGGGAATGCACAGAGATGTTGCCTGG 

GAATGCTGCATGGGGTCATTGCATGAGGAACTGAGAGAGACATTGCACAA 

GGAAATGCAAAGGGGCATCACTAGGGGACATGGCATGGGGCATTCTAGGG 

AGCATTG CAT GGGG AC ATT GC AAAGGGAATGCAAAGGGAC ATT GCATGGG 

GACATTGCAAACAAATTGAGTGGGAGATTGCACCGGGATGTTGCATGGGG 

ACATTGCATGGAATGTCCCACCAACCACCCTGCAGGGTGACACTGGGACC 

ATCCCCAGCTCTGACCATCCCCCCTTTGCTGCAGCACCACCCCAGGTCCG 

CATCGTCCCCATCCCCATCTCCAACGACCCCGACACCGTCCACCTCATCT 

GCCATGTTTGGGGCTTCTACCCACCCGCAGTGACCATCCAGTGGCTGCAC 

AACGGCCTCGTGGTGGCCTCAGGTGACACCAAACTGCTGCCCAACGGGGA 

CTGGACCTACAGGACACAGGTGGCCCTGAGGGCCAGCACTGCAGCAGGGA 

GCACCTACACATGCTCAGTGTGGCACTCCAGCCTGGAGCAGCCGCTGCAG 

GAGGACTGGAGTGAGTTTGGGGATGGGGATGTGGCACCCACACCCCACAG 

TCCCCCACGGCTCATTGTGCCCACGCTGTCCCCACAGGTCCCAATTTGTC 

CCCGGCGATGATGGTGAAGGTGGCAGTGGCGGCCATGGCGCTGACGTTGG 

GGTTGGTGGCACTCAGCGCCGGGGTTTTCAGCTTCTGTCAGCGGCCACGG FIGURE 10 

GGTGAGGGATGGGGATGTGGTGCTGGGGACATGTGTGACACCGAGGGTCT 

GGTGTCCAGTGTGGGGTGTACCTCCTCATTCATCATCTTCTGTGTGGCAG 

CTCCTGGCGCTGGTCCCAGTCCCCGTCCTGATGCGGGTTCTCACTCCAAT SUITE 51 

CCTGGTCCCCAAAATGATCCCGGTCCAAGTTCTGGTCCCCATCCCAGTCC 

TGGTCCCCATTCTGGTCTTGGTCCTGGTCCTGGTTCTGCTCCTGGTCCCT 

ATCCCTGACTCTGGTCCCGGTCCCCATCCCGATGCCAGTCCCAGTCCTGG 

TCCCCATCCTGGTCCTGCTCCTTGGTTTGGGGACCTCAATGACTGGAACT 

CCCATGTCCCAACATGGGGACCCACAGTTTGGGGTGAGGGGCTCTCACCC 

CCCAATAAAACCATCTGCAGCCCCAACCTCGCTCCAATTCTTCGTTCCCA 

CGTTGGGTGGGTCGGGCTCCCAGTGCTCCCAGTGCTCCCAGCCGTCTATG 

TCCCGTAAGCGTCGGCTCCACTGCATTCTGCTCCGGAAACAGATGACGCT 

ACCACGGCGCCGCCTCTGATTGGCTGCTCCGTGCCCTCTCTCCGTCCCAC 

GTCCGTGAAGGGGGGGATGTGGGGTGGAGGGAGCTGAGGGGCCGCCCCCT 

TCCCCCCCCCGCTCCCCCCTCCGCGATGTTGGTGCTATTGGGGCTGCTGC 

TGGGAGCGCGGGGGGCAGGTGGGGGTTTGGGGTTGGGGTGTTTGGGGGGT 

CTCTGCCTAATGAAACTCTGGGGGGGGGGGACGTGGGGGTCTCTGCTTTA 

TGGGACTGTGTGGGCGGGCTTGAAGGGGCTCTGCTTTACGGCGCTGGGTG 

TGGGTTCTGGGAAGACTGTGCTCTATGGGATCATGGTAGGGGCTTGGGGG 

GGCTCTGCTTAATGGCACTGTGTGGAGGGACATTGGGGGTCTCAGCCTTA 

TAGGACGTTGGGGATGATTTGTGGGGGTCTCAGCCTTTGCAATATTGAGG 

ACACTCTGGGTGGTGGTCTGAGCCCTTAGGGCCCCCAGGGAGGGCTTTAG 

GGTGGGCTCAGCCTTTTGGGATACTGGGGTCCTTTTGAGGGGAGGGTCTC 

AACTTTATGGGATGTTGCAAAGAGTTTGGAGGGGGTCTCAGCTCTGAGGG 

ATATTGGGGACAATTCGGGGGATCTCAGCCCTTTGGAACTCAATGGAGGA 

TTTTGGAGTGATGCTGAGGACTCAGCCTTTTGGGTTGCTGGGTATGATTT 

GGGGATGCTCAGCCTTATGGAATGGTGGGGACACTTTGTGGGGAGCTCAG 

CTCTGTGGGATATTGGGGCCACTTTGGGGGAGTCTCAACCTTTAGGACTC 

CCAGGGAGGG<FEUlt&E^^<REMPG»^ 
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GATGTTATGTCCCCATGGGGACCTCTGGGGGCTCCAAATGGGGATGAGGT 

CGCTGCCAGCACTGCCATCTCCCCTCTGTCCCCCCAATGCAGGTGCCTTC 

ATGGTGCATGTGGCCAACTCCTGCTCACTGGCAGCCAATGGCTCTCTGCG 

GGGCTTCGACCTCACCGTGGCCTTCAACAAGAACCCTCTGGTGTGCTACG 

ACCCCGATGGCCACCTCTTCAACGCCTGCGACTGGGGGCTGCTGCACGGC 

GTGGCTGGACAGATTGCCATTGCCCTCAACAATGACAGCACCTGGGTGCA 

GCGTGCAGAGGCACGGAGACGGGCGTGCAGCAAACTGGCTGCACAGTTCT 

GGGCACAGACGGCGCTGCGCAGGAGTGAGCATTGCAAATGGGGCTGTTGC 

ACGGGGCGTTGCGTGGGGATGATGTTGCATGGGGCATTGCATGGAGATGA 

TGTTGCATGGGGTGTTGCATGGGGACATTGCATGGGGCATTGCATGAAGA 

TGGTGCTGCATAGGGCGTCGCATGGGGATGTTGCATGAAGATGTGTAGCA 

ATGATGCATGGGGCATTCCATGGGGACGCTGCATGAGGGTGTTGTTTAGC 

AATGATGCATGGGGTGCTGCATGGGGATGTTGCATGGAGATATTGCATGG 

GGCATTGCATGGGGTTGATCCATGCAGCGTTACATGGGGTTCTCAAGCAG 

GGGGATGTTGCATGGAAAAGTTGCATGGAAAATTGCACAGAGGTGTTGCA 

AAGCATATGCATGGGGATGTTGTATGGAGGATTGGACGGTGGCTTTGAAG 

AACATTCTGCATGGGGCATTGCTTAAGGGTCCCAAGCATGGGGATGCTGG 

AAGGAAATGCTGCTGCTTGGTGGCCTTGCAGAGTGTGTTGCATGGAGTTT 

G C T T C AAG G AGAT G T T G CAT G G CAT AT CAT CT G C AGTTTT GC AG AG C AC A 

TTGCATTGCACATTGCACACTGCACAGAGCAGTGCACTGGGCATCTCCCA 

GCGTGTGGCACAACGCTGTTGCAAAGGACATCCCACGAGGTGTTGCAGCA 

AACAATGCGCAGAGCTTGCACAGAACGTGGGATATCCCATGGGGATGTGG 

CACAGAGCATTGCGTGGGGAATCCTACAGGGAAGTGAGATGGGGAAGTTG 

CACAGAGCGTTGCAAGGGGTATTGCACAGAGGGAACTTGCAGAGAATGGG 

GCAGGAACCGTCCCCATCCCCTGCTGCTCACCATCCCTGTCCCCACTCCA 

GCTCAGCCCCAGGTCCGCATCGTCCCCGCACAGACAGGGAACCCCAGCGT 

GCCCATCCGCCTCACCTGCCACGTGTGGGGCTTCTACCCCCCCGAGGTGA 

CCATCATCTGGCTGCACAATGGGGACATCGTGGGACCTGGAGACCACTCA 

CCCATGTTTGCCATCCCCAATGGGAACTGGACCTACCAGACACAGGTGGC 

CCTCTCGGTGGCCCCAGAGGTGGGGGACACCTACACGTGCTCGGTGCAGC figure i 

ATGCTAGCTTGGAGGAGCCCCTCCTGGAGGACTGGCGTGAGTTGGGATCA 

AGGGGGTGACACAGGGACAGCGGTGTCCCTGCTGTGTCACTGCTGGCTGT ' 

GTCCCTGCAGGTCCTGGGCTGACGCTGGAGGTGACGCTGATGGTGGCTGT SUITE 52 

GGCCACTGTAGTGATGGTGTTGGGGCTCAGCTTGCTCTTCATTGGTGTCT 

ACTGCTGGCGGGCCCAACCCCCTGCCCCAGGTGGGTGCTTGAGAGGGACC 

CTATGGGGCTCCATGGACCTCTAAGGGGTCTCTGTCTGGTTCCTATGGGT 

CTCTGGGTTGCTGTGAATCTTTCTTTTCTCTGTGGGTCCGTCTGGGGTAT 

CTGTTGATCCCTATGGGTTGCTGTGGGGCCTCTGTGGGTCTCTATGGGTC 

CTTCTGTTGGCCTCTGTGAGGTCTCTATTTGTCTCTATGCATCCCTTTGG 

ATCTCTATGGGGTCTCTGCGGGTCATTACGTGTCTCTATGGGATGTGACC 

ATTTTTGACAAGAACCCCACTCACCCCTCCTATTCCCCCAACAGGTTACG 

CCCCGCTTCCCGGTCACAACTACCCTTCAGGTAACAGTGTCCCCAAACTG 

TCCCTGTCCCCATTGCCATCAATGAGGGCTGAGTGACCCCATCTCTCACC 

CCATGTCCCTGCAGGCAGCATCTGATGGACACCTTCTGTCACCAACTGTC 

CCTGCGTGTCCCCATCCCTGACTCTGCGCCGTGGTGCTGACATTAAAGAC 

ACTCTGCAGCCTCTGTTGGTGTCTCTGTGGGCTTTTGGGGTGGGGTGGTG 

TCACCGGGGAGAGGTTGGGTTGGGGTCATTGCATCCATGATGGTGATGGT 

GATTGACATTGTGCACAGGGAGATGTCCAGGCGCCTGTGGGGTCTGTGTT 

TTAGGGCCAGTTCTGCTCAGTGCCTCCGTAAGTGATCTGGATAGGTCGTC 

AGTCATCCTAATTAAGGAGGGGACAACAGTGAATGGGGAGGAGCCGATGA 

CTCAGGCTGGGAGTGGTGATCCCAGAGGTTTCCTCTGCTGTCAGTGACTC 

CGTGCTTTCGCTTTCGCTTCACAACCTGAGGGAGCGCATTCTGCCTGGCG 

CCCGATGACGTCACATAAACCCCCGACTGCCATTGGCGGAGAGGCGACGG 

^GG AG CC AAT GGGG£C£^ GAAG 

GAGCTGCGCTOOTrecRreBSS^^ 
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GGGCCGTGCGGGGCGCTGGGCCTGGGGCTGCTGCTCGCCGCCGTGTGCGG 

GGCGGCGGCCGGTGAGTGCGGCCGGACCGGGACCCCTCCCCGCCCGTAAC 

CCCACCCCGGGGCTGTGCCCGTGGGATCCTCAGACCCCCACCCGCGGCTC 

ACGGCCTCGCTGCGCTCCGCCCCCGCAGAGCTCCATTCCCTGCGGTACGT 

CCATACGGCGATGACGGATCCCGGCCCCGGGCTGCCGTGGTTCGTGGACG 

TGGGGTACGTGGACGGGGAACTCTTCGTGCACTACAACAGCACCGCGCGG 

AGGTACGTGCCCCGCACCGAGTGGATGGCGGCCAACACGGACCAGCAGTA 

CTGGGATGGACAGACGCAGATCGGACAGGGCAATGAGCGGAGTGTGGAAG 

TGAGCTTGAACACACTGCAGGAACGATACAACCAGACCGGCGGTGAGCAC 

GGCCGGGGCCGCGGCTCCGTGGGTGTGGGATGGGCTCCATGGCGCAGTGC 

CGCCCACACCCCCCAGGCCTGGCCCTGCCCGGCGGCACCGTCCCGGGGCT 

GCCCGTCACAGCCCCACCGCGCTCGGGGTGCCGCGTCCCGGGGGGACCCC 

AACCCATCCCCGCTGCAGTGGGAGCCCCGGAGCCGGAGGGGCCCCTCACC 

CCCTGCCCGGCTGTGTTTCAGGGTCTCACACGGTGCAGCTGATGTACGGC 

TGTGACATCCTCGAGGATGGCACCATCCGGGGGTATCATCAGACAGCCTA 

CGATGGGAGAGACTTCATTGCCTTCGACAAAGGCACGATGACGTTCACTG 

CGGCAGTTCCAGAGGCAGTTCCCACCAAGAGGAAATGGGAGGAAGGAGGT 

GTTGCTGAGAGGTGGAAGAGTTACCTGGAGGAAACCTGCGTGGAGGGGCT 

GCGGAGATATGTGGAATACGGGAAGGCTGAGCTGGGCAGGAGAGGTGAGC 

GGGGTCGGGGTGGGGGGGGGGGGGGGCGGACGCAGTGTGGGGCTGGACGT 

GGGGCGGGGGCTCATCGTGGGGAGCTCAGCCCGGCCCTCACTGCCGCCCA 

CCCACAGAGCGGCCTGAGGTGCGAGTGTGGGGGAAGGAGGCTGACGGGAT 

CCTGACCTTGTCCTGCCGCGCTCACGGCTTCTACCCGCGGCCCATCGCCG 

TCAGCTGGCTGAAGGACGGCGCGGTGCGGGGCCAGGACGCCCAGTCGGGG 

GGCATCGTGCCCAACGGCGACGGCACCTACCACACCTGGGTCACCATCGA 

TGCGCAGCCGGGGGACGGGGACAAGTACCAGTGCCGCGTGGAGCACGCCA 

GCCTGCCCCAGCCCGGCCTCTACTCGTGGGGTGAGTGAGGGGATGTGGGG 

CTGGGGGGCTGCGGGCTGCCCCTTCCCCTGCTGATGGCCCCGCTCTCCCC FTPTTPF 1 0 

CAGAGCCGCCACAGCCCAACCTGGTGCCCATCGTGGCGGGGGTGGCCGTC f,„^"„ „ 

GCCATTGTGGCCATCGCCATCGTGGTTGGTGTTGGATTCATCATCTACAG SUITE 53 

ACGCCACGCAGGTAAAAGCAGAGGGGTGCAGGCGGGCAGTGGGGGCTGTA 

GGGGGATCTGGGTCCCCCTTGGGAGCCCCCAACCTGGCTGTGATGTGAAC 

CTGTGATGAAGCATCTCTCTGTCTGCAGGGAAGAAGGGGAAGGGCTACAA 

CATCGCGCCCGGTGAGTGATGAGGGCAGCGCTGTCCCCCACCTCTGCCCA 

GTGCCAGGGTGGTCCTGGGGTCCCTGCTTTCTCCCAAGGTACCCATTCCT 

GGTGCTTGGGGCTGCTCCATGCCCCATAGGGAGCACAGGGCTGGATCTCA 

CAGCTGTTCCTCCCTTATAGACAGGGAAGGTGGATCCAGCAGCTCGAGCA 

CAGGTGCGGTGTGGGGCTGTGGGTTGGGAGGGGTCCGTGTGCTCTCTGTG 

GTACTGCCCAGGGCTGGGCTATGCTGGGGCTCTGCGGGGAGACCCCCGGA 

GCAGAGGGTTGGGATGTGAACCTGGCCCCGTGGGACATCATCCCTTCTCA 

TCCCCACAGGGAGCAACCCCGCCATCTGAGTGCTGTGCTTCAGCCTGCAA 

GGAGCCAACAGTCCACACCAGCATTTGGGGTCGGTGATGGACACAGCCCC 

ATCCTCCTGACCTCTCACATCTCATTCTGCTTCCTATGCTGACTGTTATG 

CTTTGCCTGCACTGCTTCCTGTGAAATAAAATGATGGGCCATTCTGTGCT 

CAGCTTGCCTGCATTCTGCACTGTGCTGTGGTTGGGGATGGGGTGGGTGA 

GAGGACCGTGTCCCAGTTTGGCTGCTCAGGGTGCAGATGTGGCCCTGTGC 

TGAGTACCCACAGCCCTCCCCCCCTATCTGCCTGCTGCTCACTCCCCCTT 

CTGTACCCCCATCCCTTCTCACCTCTCCTCTGTGACCCCATGCTGGTGGT 

TGCTTGCTCCCTGTCCTGGCAGAACTCTCATTTTCCCAATGGCATCCCTG 

GGTGTTGGGATGTGGTCTCCTTGGTCCTCCCCCCAGCAGTCACTGCACAT 

ATCCACCCCACTTCCCCCCCAGGTTGTTGTCCCACAGCACTCCTATTTCC 

CTCTCCCCCCCCCCCCCCCCCCCCCCGCCCATCCAGCTGCCTCTGCAATC 

CTCACCCTTGCCCACACACAACTTTGCGCACTCCACCTCCCTCATCCCGC 

CCTTCCCCCAGCTCTCCTGTCCCTGCTGGCCCCCCTCCCCCCCCCCCATT 

GTACCCT/fqjilJJLILE?*^ 
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CCTGGTTTATTTCCCCCCGATTTGTTGTTGTTGGGGGCTCCGCTCTTCAC 

CCTGGGGGGAAGGGGCTCTGGGGGTCCCTCATTCTCCCTGCACTTCTTAC 

AGCACCGGGACTCCCGCGCTGAGATCCCATCACACCCGGGTACAAACATG 

CGGCTTTATTCCCAGTTCTGTGTCCCACCCCCGGCCCTGGTGGCACTCAG 

TGGCACCGCAGTCCATGCAGTGGCCGTTGTGTGTCGTACAGCAGCGGTAC 

CGCAGCGCGCCCGGCTCGGCATCCATGTGCCCACGGCACAGCTCTTGTGG 

TCCCTTGTCGCTGCCCCGGTGTCCCCACCTCCACCCTCAGTGTCCCCAAC 

GCGCAGTGTCCCCATCCCACATCTCACCACCCCCTGCCCTCCCCATCCAT 

AACTCCCGCTATCCCTCTGTCCCCCTCCCCCGGTGCTCCCTGTTGTCCCC 

AGTCCCGCAGAAGGCTGCCGGGGCGCAGCACCTCGTGGGGGGGTCCCTCC 

TGCCGCACCTCTCCCCCCTCCAGCACCACCACCCGCTCTGCCCGCGCCGC 

CAGGGCTGCCCGCCCCGTCACCATCAGCACTGCACGCCCCGACCCTTTGG 

CTGCGAGGATCTCCTGCTCCACCTGTGGGAGGAGAAACGGTCAGGGGGAT 

GTCCTCAGCCACTGCCAGGGACCGAGGGACACCAGGAGTGGAGATAAGGG 

GACACCAGAACAGGGGACCATGGGGACCTAGGCGTGCAATCTGAGGGAAC 

ACAGGGCTCAGGGGGATGTGGGGACACGGGGACGTGGGGGACATCCCACC 

TGCTGCTGGCTCTCAGTGTCCAGGGCGCTGGTGTGCTCGTCGAGTATGAG 

GATGCGGGGGTCCCGCAGCAGCGCACGGGCAATGGCCACCGCCTGCCGCT 

GCCCCCCGGAGAGCTGTCCTCCCAACTCGCCCACCTCTGCGGGGACAGCG 

GGGTCAGGCTGGGAGGGGACCATGGAGGGGACCCGGAACAGAGAGGGGAC 

AGCTTACCTGTGTCGTAGCCTTGGGGCAGGCGAGTGATGAAGTCGTGAGC 

ACCCACCTGGCGGGCGGCCGCTGTCACCTGCGCCCGGCTGCAGCCCCCCA 

ACCCATAGGAGATGTTGGCGTGGAGTGAGCGGGCAAAGAGCAGCGGCTCC 

TGGGGGACGACGGCCACCTGCAGTGGGGGGGACAGCTGGGGACATGGGCA 

CGTGGCAGTGGAGGCGGTGGGGATGGCTGGGGATGTGTCAGGGACATCTG 

GGGACATGGTGGGATGGTTGGGGACACAAGGATGGTTGGGGACTTGGCCG 

GGACACTGCAGGGGACACAGTGGTGATATGGCAGAGACATCAGGGTGTGT p IGURE 10 

GGTGATGGCTGGGGACCCAGATATCTGGTGACTCAATGAGGATGGCTGCT 

GAT AT G C AAG AAC AC AG GG G G AC AAC C AGG AG C CAT G G GGAC AT GT G G CT 

GCTCACCTGGCGGCACAGGTAGGAGTGCTGGTAGGCGGGGAGGGGGTGGC SUITE 54 

CATCCAGCAGCAGGCGTCCGGCCGTGGGCTGGTGCAGGCGGGACACGAGG 

GCCACCAGAGTGCTCTTCCCTGCGCCCGGGGGTCCCAGCAGTGCCAGCAC 

CTCCCCGGGGCGCAGCTCCAGTGATACGCCCTGGGGACACGGATGTCACA 

CCCATGGTGTCCCTGTACCCACACCTCCATAGTCCCACGGCCTTCCTGCT 

GTGTCCTTCTGTCCCTGTTCCCCCCCGACCCTTTGTTTTGTTCCCACACC 

TTTGGTACCACATCTACATTCCCATGCCCTCCCCACCATGTCTCTGTGTC 

ACTCATCATGTCCCAGTGCCACAAACCCACCATGTGCCATGTCCCCGCGC 

CCTCAATACCATGATCTCATGTCCCTCTCCAGTGTCCCCATACCACCCCC 

TCCATGTATCTCCTTGTTTCATATCCTCACACCCTGTCCATCACATCCAT 

GTCCCTGAATCACCCCACTGTGCTCCCACACCTGTCACGCTGTCCCACCA 

CACCCCCGTGTCCCCTGGCTGTGTCTCTGTGCCCACCTTGAGGACGGGTT 

CCTGGCGCCCAGGGTAGGAGAACCAGACATCCTCCAGCTGAAGGTGGCCC 

TGCAGGTCAGCGGGTGCCATTGTCCCTGAGGGTGCGACCTGTGGCTCCCG 

GTCCAGGAACTCAAAGATCTTCTCCGAAGAGCCCACAGCCTTCATCAGTG 

TGGGGAAGTAGTCGAGCAGGACCTGGGGACAGCGTAGTGACGTGGCCAGG 

AGGGCAAGGGCATGTGGCATGGTGACATGGGGACGCAGAGGACACAGTGG 

GATTGGCATAGGGACAGGACGGGGTAGGTATGGGGACAGAGGAGGTGACA 

CAGGGATGTGGCAGGGGTCACAGAGGGTTAGACGTGGGGACACAGGGACA 

T GGATGGG CATGGG GAC AC ACT GCGATTGGCCTGGAGAC AC AGCAGGG AG 

GATGTAGGAACACAGGGACACTGTGACACACTGTGACTGTGGCAGGGAGA 

CATGGGGACATGCGGATATGGGCATCCTCTCAGGCTCACCTCCAGGACAT 

CAGTGAACTGTATCTGGTAGAGGAGGAAGGTGACGAGGTCCCCAGTGCTG 

ACGGTCCCCGCGGCCACCAGCTGCCCCCCATAGTAGAGGATCCCCATCTT 

CAGGGCCAGGGCTGAGAACTGAGGATGCCATGAGGTCACCAGGGGACACC 

TCCCCCTGG^^ 
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GTCAATGTCCCCCCTGTCCCAGTGTCCCACAGCTGTGCTATCTCTGTGCT 
ATGTCCCCTCATGCCATCATGTTCCCAGTGTCCTGGAGCCCCCATGCCGC 
CCCATTCCCACGTCACTGCATCCTCCTGCCCCAGAGCCCCTGAACTGTTG 
TGCCTGCTACATCCTGATGTCCCCATGCCATCAAATCTATGTCCCACAGT 
C C C CAT G C CAT CAT ATT C C CAT G AC CT G C CAT CT C C AC ACC ATT AT GG C C 
TCCAGCCCGTTGGCATTCTGTCCCCATCTCCTGACATCTCAATTACATCA 
CGTCTCCACATCTCCCAGCCCTATCCCACCATGTCCCCATGCCCCCCAGT 
CCTATCCTATCATGTCCCCACATCCCCCAGCCCCATCCCATCACGTCCCC 
ATGCTATTGAGCCACCCCATCCCATACACCACTGGTCCAGAGAGAGGCAG 
TGTAGAGGGCCACATCCTTCTTCTCCAGGCGGTGGCTCTGCTGCAGGCGC 
TGCCGGTAGTGTGCAGCCGCCCCATCCTCATTGGCAAAGCTTCGCACAGT 
GGCCATGGCCTGGAAGGTCTCCACTGCCACCTCGCTGGCCCGGGCCTGCG 
CCTTCTGCATCTGTGGTGCCAGGGCCTGGGGACAGCAGTGTCATTGCAGG 
GCGGGTGGGAAGGGAATGGGGGCTGGGGAGGGGACAGTGCATGTATGGAG 
GGAACAAAGAACACGTGGAGGGGATGGAGGGGACATAAAGGGGACGGTGG 
GCATGTGGAGGTGACAGTGGGGGCATGCAGAGAACAGAACCCATGTGGAA 
GGGATAATGGTCACACATAGGGAATAATGAGCACATGGCACGGATGGTGG 
ACGCATGGAAGGGGCATGGGGCACGTGGAGGGACAGCGGTCACACAGAGG 
GGACAACAGCAGGAGGATGGTGGGTACATGGAGGGGACAGTGGGCACATG 
GATAGGGCAATGAGTACATGGTGGTGACACTGGGCACATGGAGGGGACCA 
GAGGCACATGGAGGGGACCAAAGGCACATGGAGGTGCAGACAGCAGCCCA 
TACCTGCCGGAAGTGCCCCACAGCCCTGGGCAGTGCCAGCAGCAGTGGCA 
GCGCCAGCGCGGTGAGCAGCGCCATGCGCGGGGACAGCCAGGCCATGGTG 
GCGAAGAGGCAGAGGCCACGTGCCAGATACCACAGCAGGAGGCTCAGCGC 
CTCACCCAGCGCCTCGCGCACGTCCTCCGCATCCCGCGTCACCCGCATGG 
CCACATCCCCTGCCGGGTGACAGCGCCGTCAGTGCCACCCCTGTCCCTTA 
TCCCCGTGTCCCCTCCCAGCCCGGTGCCCCTCACCGGCCCCGTCGGCGCG 
CAGCTCGGTGATGCTCTGCCGCAGGACGGCGGCGAAGACGCGGCGCTGGA 
GGCGGCTCTGCGTGCGGCTCAGTGTCCCCACGAAGGTCACATCACACACC rj ^ UKa 

AGCTCAGTGACAGCGCTGTGACGGCAGTGGGGTGTCAGGGGGTCCCGCGC 

TGCCCCCTGCCCGCACCGCGTCCCCCCTATGCCAGTACCTGCTGAGGCCC SUITE 55 

AGCAGCACCATGGGCAGGATGGCTGCCAGCTCATCCTCGCGGGCCACCCA 

GTCGCTGGCTCGCCCCATGTAGTAGGGCACGGCCATCTCGCCTGTCACCA 

CAGCAGGGTCAGGGCATGGGGGACCCCCCCGAGGAATGGTGCCCCAGGAG 

TTCTGTGCTGCACCCCCAGTTTGGTGCTGCACCCCCAAAGCTCAGAGGTG 

AACCTCCGAAGCTCATTGTTGCCCTCCAGTTGGCTGCAGCCCCCCACCCC 

ACCGCAAACCCATCTTCATTCCCATTCAATCACCGCCCCCACCCCAACCC 

GACCCCAATTCTATCTCCATCCCCATCCCTACCCCACCCCAACCCCATTT 

CTATTCCTATCCCATTTCTACCCCACCCCAATCCAACCCCAGTCCCATCT 

CCATCCACACTCCATCACATTCCCATTCCCACCCTGTCTTCAATCCCCAT 

TCCATCTCCATCCCAAACTCAGCCCCAGTTCCCATTTCTCTCCCCATCCC 

CACCCCATCCTACCCAGTCCCAATCCCAGTTCCAAACCCACATCATTACC 

ATTCCATCCCAACCCCATTCCCAGTGCCCAGCCTATACCCATCCTTACCC 

CCACCCCAATCCCCATCCCATTCCCCATCCCATTCCACGGCTACTTCCAT 

CCCCAATCCCATTCCATCCGGTTCCCAATCCCATCCCCATCCCTACCCTT 

ATCCCCAGCCCCACCACAACCCCATCCTCATTCAAATCCCAACCCCACTC 

CGATCCCACTCCCACTCCCCCCGCCCCGTACCCAGCGCCGAAGCCGCCAT 

CAGACCCATCACCGCGGCGCAGCGCCGGCGCTCCGGGCTCAGCGAGAGGA 

GGAGGCGGCGACCCGCGCCCATCTTCCCCATCGCGGCCCCGATCCCCCTC 

CGGCCCGATCCCAATGCCCGGCAGCGGCCGGAGCTTCTCGGAAACGAGAG 

CGTCTCTCATTGGCTGAGGCGGTGCAGCAGCGACGCTGCTCATTGGTCGA 

GATGGTTTCGCGTCATCAGTTGCCAGGCAGATCGGAACACTGCAGTTTGG 

AGAGGGGCGGGTGATTGAAAGTGAAAGTAACGGCGGAGCGGGAAGGAGAT 

GGAGAGCGGCGGCGGTGAGGGGCTGGAGGGGGCTGGAGGGGGAT GGAC TG 

GTAGGGGCTGGTGGGGTCTCfi^fct^EcJ®raPt!aCBMBHTG(REGllE26) 
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GTGGGGACTGTCGAGGGGCTGGAGGGATCTGATGGGGACTGGAGGGGTTT 

GGTGATCGCTGTTGTGTGCTCCAGGCTGGGCTGTGGGGAGCCGGACTGGA 

AGTGGGGGCCGTTCTAAAAGCACTGCTGTGTGTTCCAGGTGCTGAGGGGA 

GCTGAGGACCTGCACCAGGAGCACCCCGGGGAGCCCACCTGGTCCAGCTG 

TGCACCAGAAGCTCTGGGGATCCCCACCCCACAGCCATGGCGATGCCGCC 

CTACATTCTGCGCCTGTCATGCACGCTGCTCCTGGCCGACCTGGCCCTCA 

TGTTGGCCCTGGCCCACTTCTTCCCAGCACTGGCCCATTTGGGCTGGGTG 

GGCTCCTGGCTGGAGGCCGGGCTGCGCCTCCTGGTGCTGGGGGGGGCCGG 

GCAGCTGCTGGCCCCCAGGGGACCCCGTGGGGCTGCAGTGCTGCTGAGCC 

TGGGCCCCGCCATCTTCCTGACCCTACGGGGCTATGTAGGTCTGCCTGGA 

GCTGCCCCGGTGCTGCTGGCCATGGCAACGCCGTCCTGGCTGGTGCTGAC 

CCACGGGACAGCTGTGGTGGCATTGCTCACCTGGAGCCTCCTGGTCCCCA 

CTGTGGCCACTGGGGCAAAGGAGGCAGAGGCCTGGGTGCCCCTGAGGCGG 

CTGCTGGCCCTCGCCTGGCCCGAGTGGCCCTTCCTTGGCTGTGCCTTCCT 

CTTCCTCGCATTGGCTGCACTGGGTGAGACCTCAGTGCCCTACTGCACCG 

GGAGGGCTCTGGATGTCCTCCGCCAGGGGGACGGCCTCGCCGCCTTCACC 

GCTGCTGTCGGCCTCATGTGCCTGGCCTCTGCCAGCAGGTAGGGACCCCA 

CATCCCTCCACAAAACCCCATCCACCTCTGGTGGTCGTCTGGTGGGTTTG 

GGGGTCTCTGTCCATATCTGGGGGTCATCTGATGGGTTCTGGGCACTCCA 

CTGACCCTTTGTGATTGTCTGAAGGGTTCTGGGCTCTCCATTGACCCCTG 

ATGGGTTTTGGAGTCGCCCCCCCAATTCCTTCCCAGCTCGCTGTTTGCCG 

GCTGCCGCGGTGGCCTCTTCACCTTCATCAGGTTCCGCTTCATCTTGCGC 

ACCCGCGACCAGCTCTTCTCCAGCCTGGTGTACCGGGACCTCGCCTTCTT 

CCAGAAGACCACAGCAGGTACAGACTGGGGGCACTTTTGTCCCTGTCCCC 

ACACCATACCCCCAGCTCACCCTACTCAACTCCACAGCTGAGTTGGCCTC 

CCGGCTGACCACCGATGTGACGCTGGCAAGCAACGTGTTGGCACTCAATA 

TCAACGTCATGCTGAGGAACCTGGGGCAGGTGCTGGGGCTCTGCGCCTTC FIGURE 10 

ATGCTGGGGCTGTCCCCGCGCCTGACAATGCTGGCACTGCTTGAAGTGCC 

GCTCGCCGTCACCGCACGGAAAGTCTATGACACCCGGCACCAGGTGATAG c Trm ? Sfi 

CAGGGATGGGATGGTAGGGTTGGGGTGACAGGGATGGAGGCAATGGCAAT ^uxin DO 

GGGATGGGAACAGTGGGAGTGGGGATAGTGAGGTGGGGATTGTGGGGTCA 

GGGTGGCAGGGATGAGGGCAGCTGCAATGGGATGGGAACAGTGGGAATGG 

GGAGAGCAGGATGGGGATCATGGGTCCAACACAGCAAGGATGAGAGGATG 

GAGAAGAGTGGAGCAGGAATGGAAGTGGGATGGCGAGTACTTGGCCATCC 

CATGGGTGCTGACACCCACTGTCCCCCCCAGATGCTGCAGCGGGCCGTGC 

TGGATGCAGCAGCCGACACCGGAGCGGCAGTGCAGGAGTCCATCTCTTCC 

ATTGAGATGGTACGGGTCTTCAATGGCGAGGAGGAGGAGGAGCACCGCTA 

CAGCCAGGTGCTGGACAGGACCCTACGGCTGCGGGACCAGCGGGACACAG 

AGAGGGCCATTTTTCTCCTCATCCAGCGGGTGAGGCTGACACGAGGGGAC 

ACCCTGGTGTCTGGGTGGGATCGGGACATCCCCGCTGAGCCCCATCCCCA 

CAGGTGCTGCAGTTGGCCGTGCAGGCACTGGTGCTGTACTGTGGGCACCA 

GCAGCTCCACGAGGGGACCCTCACTGCCGGCGGCCTCGTTGCCTTCATCC 

TCTACCAGACTAAAGCTGGCAGCTGCGTGCAGGTGAGGTCAGGCAGTGCG 

TCCTCTGCCACCGGATCCCCATGACTGTGGCCACATCCCCGTGTCCCCAC 

CCTGGGTGCTGTGCCTGGGGGTCACATCCCCATGTCCCTATCCTGGGTGC 

TGTGCCATGCAGGCACTGGCGTACTCCTATGGTGACCTTCTGAGCAATGC 

AGCGGCCGCCTGCAAGGTCTTTGATTACCTGAACTGGGAGCGAGCTGTGG 

GTGCTGGTGGCACCTACGTGCCCACCAGACTGCGAGGCCACGTCACCTTC 

CATCGGGTGTCCTTCGCCTATCCCACTCGCCCTGAGCGCCTCGTCCTGCA 

AGATGTCACCTTCGAGCTGCGCCCCGGTGAGGTGACGGCGTTGGCGGGGC 

TGAATGGCAGCGGGAAGAGCACCTGCGTGGCACTGCTGGAGAGATTCTAT 

GAACCTGGGGCCGGGGAAGTGCTGCTGGACGGGGTGCCGCTGCGGGACTA 

CGAGCACCGCTACCTGCACCGCCAGGTGAGGGGGTGGGGGGAGATGTGGC 

TGCACTGAGCAGTGCTGGGGCTGAGCCTCTGCCCTGGGGCAGGTGGCACT 
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CCTACGGGATGGAGGACTGCGAAGAGGAGGAGATCATAGCAGCTGCAAGG 

GCTGCGGGTGCTTTGGGCTTCATCTCTGCACTGGAGCAAGGCTTTGGCAC 

TGGTGAGTGCTGGGGAGCAGGGGGGGACCCGGGTGTCTGACCCCACTCAT 

CCCCACCCTCATCCTGCAGACGTAGGGGAGAGAGGGGGGCAGCTGTCAGC 

GGGGCAGAAGCAGCGCATCGCCATCGCCCGCGCTTTGGTGCGGCATCCCA 

CCGTCCTTATCCTCGACGAAGCCACCAGTGCTCTGGATGGGGACAGTGAT 

GCAATGGTGAGCACTGAGCAGTGGGTGGGGGGAGGGTCTGGCCCTGCAGT 

GCATGCTGATGGGCAGCTGTGTGTCCTACAGCTACAGCAGTGGGTGAGGA 

ACGGAGGGGACCGGACGGTGCTGCTCATCACCCACCAACCACGGATGCTG 

GAGAAGGCAGACCGCATTGTGGTGCTGGAGCATGGCACGGTGGCTGAGAT 

GGGGACACCCGCCGAGCTGAGGACCCGCGGCGGACCCTACAGCCGGCTGC 

TACAGCACTGAGAACCATGGAGCAGCTGGAGTGGCATGCGATGGGATATG 

GGGAGCAGTGACTGCCTCTGCTTCCAGCTGCAGGATGGGATGCTCTGGGA 

TTTGTGTGGAATAAAGTGGAGATGCTTTGTAGAGGAGTGGGTTGGGATGT 

GGGGGGTGGGCAGCTCATCCTCAGTGCATGATTGGTTATGGAAGCTGAGT 

GTTTGCCCTCAGTTGCAGCAGCACTGTAGGTTATGGAGGAGAGGCACAGC 

TCAGCCCGAAGTGGGACGAAGTTTCCAGCCATGTCTCCATATGAAAGCCA 

TGCAGATACCAAGGAGAGTGCAAGGGCAAATGCTGGGAGAAGAGGGAGAG 

CAGCAGTGTGTGATGGAGTGACAAGCAAGGAGTGTGGGGTGGGCACAGGA 

CTGCAGGGGGTGGGAGGGACTTCTGTGTTCCCCAAGCATTTCCCTACAGC 

AGTCACACCAGGTGGGCTTTGAGTATCTCCAGAAGAGACCCCCACCTCTG 

GTCAGCCGTTGCAGTGTTCTGTGTGATCAGGAATGGACAAAATGGGGCTC 

ACTGAGGTCACTGTCAGCCTCATGTCCGGGCAAGGGAAAGCTGGCCAGAC 

CAGACCAGTCTGTGGGAGGGAAAGGAAAGAAAAAGTGGTCTTGCTAGAGA 

TGTACCTGTGGGGAGAGGTGAGGGGGAGGAACACGGAGGCTATGCCAGCA 

CACAGGGATGGCATCACAAAAGCCAGAGTTCATCCTGGACAGCACTTCCA 

GGACATGAAGCTAGCAACCATCAGCGTGGGGGCACAGGGGGGAGGTGATG WTrmv 

TGGGATGGGGGGAATGGGGAGGGCAAACAGCAGCCGGAGGGAGGAGGGCA t W 

GGGTGGTGGGCACTCAGTGCAGGTCCATGCCTGCATCCAGAGAAGCCGAG 

CCAGGACACGGCCCCCTCACCCATCCCAACCCAAACCACAGCACAGAACA SUITE 57 

GACTGCGGGCAGGCTGAGAGCAGATCTGCAGGGCCACCATCAGAATGGTT 

CTGATACACAGGGCATCAGAAGCCTGTCCACAAGTTGGATCCTCGTAGCC 

AGAGGGTAAGGATGTGCAGTGCTGATGGTGACGGGGCGGGCAGCCCTGGT 

ACAATGGGTAGTGGTGTTGGACGGGGGAGAGGTGTGGCAGCAGGGACCCC 

CCCACGAGGTGCTGCGCCCCGGCAGCCTTCTGCGGGACTGGGGACAACAG 

GGAGCACCGGGGGAGGGGGACAGAGGGAGAGGGATAGCGGGAGTTATGGA 

TGGGGAGGGCAGGGGGTGGTGGGATGTGGGATGGGGACACTGCACGTTGG 

GGACACTGAGGGTGGAGGTGGGGACACCGGGGCAGCGACAAGGGACCACA 

AGAGCTGTGCCGTGGGCACATGGATGCCGAGCCGGGCGCGCTGCGGTACC 

GCTGCTGTACGACACACAACGGCCACTGCATGGACTGCAGTGCCACTGAG 

TGCCACCAGGGCCGGGGGTGGGACACAGAACTGGGAATAAAGCCGCATGT 

TTGTACCCGGGTGTGTTGGGATCTCAGCGCGGGGAGTCCCGGTGCTGTAA 

GAAGTGCAGGGAGAATGAGGGACCCCCAGAGCCCCTTCCCCCCAGGGAGA 

AGAGCGGAGCCCACAACAACAACAAATCGGGGGGGAAATAAACCAGAAGA 

CGGCTGGAGGGCAGCAGAACAAACGTATTTATTTGGGTGTAGGGTACAAT 

GTGGGGGGAGGGGGCCCAGCAGGGACAGGAGAGCTGGGGGAAGGGCGGGA 

TGAGGGAGGTGGAGTGGGCAAGGTTGTGGGTGAGGATTGCAGAGGCAGCT 

GGATGGGCGGGGGGGGAGGGCAGAGAAGGAAATAGGAGTGCTGTGGGACA 

GCAACCTGGGGGGGAAGTGGGGTGGATATGTGCAGTGACTGCTGGGGGGA 

GGAGCAAGGAGACCACATCCCAACAAACAGGGATGCCATTGGGAAAATGA 

GAGTTCTGCCAGGACAGGGAGCAAGCAACCACCAGCATGGGGTCACAGAG 

GAGAGGTGAGAAGGGATGGGGGTACACAGGGGGGAGTGAGCAGCAGGCAG 

ATAGAAGAGGGGAGGGCAGTGGGTACTCAGCACAGGGCCACATCTGCACC 

CTGAGCAGCCAAACTGGGACACGGTCCCCTCAT^^CCCATCCCCAACC 

ACAGCACAGTG^WHd^P^^§MRi^^WStGkfflfiSfe§C^WATCATT 
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TTATTTCACAGGAAGCAGTGCAGGCAAAGCATAACAGTCAGCATAGGAAG 
CAGAATGAGATGTGAGAGGTCAAGAGGATGGGGCTGTGCCCATCACTGAC 
CCCAAATGCTGGTGTGGACTGTTGGGTCCTTGCAGGCTGAAGCACAGCAC 
TCAGATGGCGGGGTTGCTCCCTGTGGGGATGAGAAGGGATGATGTCCCAC 
GGGGCCAGGTT CACATCCCAACCCTCTGCTCCGGGGGTCTCCCCGCAGAG 
CCCCAGCATAGCCCAGCCCTGGGCAGTACCACAGAGAGCACACGGACCCC 
TCCCAACCCACAGCCCCACACCGCACCTGTGCTCGAGCTGCTGGATCCAC 
CTTCCCTGTCTATAAGGGAGGAACAGCTGTGAGATCCAGCCCTGTGCTCC 
CTATGGGGCGTGGAGCAGCCCCAAGCACCAGGAATGGGTACCCTGGGAGA 
AAGTGCAGACCCCAGGACCGCCCTGGCACTGGGCAGAGGTGGGGGACAGC 
GCTGCCCTCATCACTCACCGGGCGCGATGTTGTAGCCCTTCCCCTTCTTC 
CCTGCAGACAGAGAGATGCTTCAGCACAGGTTCACATCACAGCCAGGCTG 
AGGGCTCCCAAGGGGGACCCAGATCCCCCCACTGCCCGCCTGCACCCCTC 
TGCTTTTACCTGCATGGCGTCTGTAGATGATGAATCCAACACCAACCATG 
ATGGCAATGGCCACAATGGCGACGGCCACCCCCGCCACGATGGGCACCAG 
GTTGGGCTGTGGCGGCTCTGGGGGAGAGCGGGGCCATCAGCAGGGGAAGG 
GGCAGCCCGCAGCCCCCCAGCCCCACATCCCCTCACTCACCCCACGAGTA 
GAGGCCGGGCTGGGGCAGGCTGGCGTGCTCCACGCGGCACTGGTACTTGT 
CCCCGTCCCCCGGCTGCGCATCGATGGTGACCCAGGTGTGGTAGGTGCCG 
TCGCCGTTGGGCACGATGCCCCCCGAGTGGGCGTCCTGGCCCCGCACCGC 
GCCGTCCTTCAGCCAGCTGACAACGATGGGCCGCGGGTAGAAGCCGTGAG 
CGCGGCAGGACAAGGTCAGGATCCCGTCGGCCTCCTTCCCCCACACTCGC 
ACCTCGGGCCGCTCTGCGGGCGGGCGGCAGTGAGGGCCGGGCTGAGCTCC 
CCACGCTGAGCCCCCGCCCCACGTCCAGCCCCACACTGCAGCCGCTCCCC 
CCCCCACCCCGCTCACCTCTCCTGCCCAGCTCAGCCTTCCCGTATTCCAC 
GTATCTCCGCAGCCACTCCACGCAGGTTTCCTCCAGGTAATTCTTCCACC 
TCTCAGGTTCACTCTCTTCCTCCCATTTCCTCTTGGTGGGAACTGCCTCT 
GGAACTGCCGCAGTGAACGTCATCGTGCCTTTGTCGAAGGCAGTGAAGTC FIGURE 

TCTCCCATCGTAGGCCATCTGATAATACCCCCGGATGGGGCCGCCCTCGA 

GGATGTCACAGCCGTACATCCACTGCACCGTGTGAGACCCTGAAACACAG SUITE 58 
CCGGGCAGGGGGTGAGGGGCCCCTCCGGCTCCGGGGCTCCCACTGCAGCG 
GGGATGGGTTGGGGTCCCCCCGGGACGCGGCACCCCGAGCGCGGTGGGGC 
TGTGACGGGCAGCCCCGGGACGGTGCCGCCGGGCAGGGCCAGGCCTGGGG 
GGTGTGGGCGGCACTGCGCCATGGAGCCCATCCCACACCCACGGAGCCGC 
GGCCCCGGCCGTGCTCACCGCCGGTCTGGTTGTAGCGCCGCTGCAGTATG 
CCCAGGTTCTCGCGGTCAATCTGCTCATTGCCCTGTCCGATCTGCGTCTG 
TCCATCCCAGTACTGCTGGTCCGCCTTGGCCGCTATCCACTCGGTGCGGG 
GCACGTACCTCCGCGCGGTGCTGTTGTAGTGCACGAAGAGTTCCCCGTCC 
ACGTACCCCACAGTCACGAACCACGGCTGCCCGGGGCCGGGATCCGTCAT 
CGCCGTTTGGATGTACCGCAGGGTATGGAGCTCTGCGGGGACGGAGCACA 
GCGGGGCCGTGAGCCGCGGGTGTGGGTCTGAGGATCCCACGGACACAGCC 
CCGGGGTGGGGTTACGGGCGGGGAGGGGTCCCGGTCCGGCCGCACTCACC 
GGCCGCCGCCCCGCACACGGCGGCGAGCAGCAGCCCCAGGCCCAGCGCCC 
CGCACGGCCCCATCGCCTCGCACCGCTGCACTCTCAAGTCCGCCGCACCC 
AGCGCAGCTCCTTCAGCTTTTCCTACTCCTCCGCCCCGCCCCGCGCCCCC 
ATTGGCTCCTCCGTCGCCTCTCCGCCAATGGTAGTTGGAGTTTTATGTGA 
CGTCATCGGGCGCCAGGCAGAATGCGCTCCCTCAGGTTGTGAAGCGAAAG 
CGAAAGCGCGGAGCGGGGGAGGGGATGGGCGCGGTGTGGGAACCCCCGGC 
CCTTCGAGCACGGGGGGGCACCCGGGCTGTGTTCGCACGGGGCCGCGTCC 
TTACCCCGGGGGAGGGGGCCGAGGGTCTCTGCCGGGAGGACGGGG6CCGT 
GAGAAGAGGAGGAGTCATTCTCCATTCCAGTCAAGGAACTGTTTGGGGGG 
GGGGTCACATCCATAGGGTTAGAGGCTCCGTGTCCGGGGGGGAGGGGGTG 
GTGACAGTGGTGTCCCCCAGGGCTTCCTTTGGGATCAGTGCCATTTCCCC 
ACAGCGCCGCCCCACACCGCTTCCCCACATCCACGTGGTCCATCTGAGGT 
CGATGCCCTCAGGGTCTGCAGGTGGACCCCAATGTCCACCCCCCAAGTTA 
FEUILLE DE REMPLACEMENT (REGLE 26) 
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ATGATTGACCCCAACCCCGCTGTCCCTGCGCCACTGCTCCCATCTGCCCC 

ACACTGCCGGAGCCATGGGGCCTCACTGGGCCTTCAGCCTCTTCCTCCTC 

CTCTTCCTCACTCCCTTAATGAGGGCCAGCTCCCAGGACCCTGAGTATGG 

GGCTATGGGGTGTTTGTGGGGTAGCTATGGGACTATGAATGTTCTGCAGT 

GCCTATGAGGGACTATGGGGCACTGGTGGGGCTGGGGGCTGCTATAGGAT 

TGGGGTGTGATGGAGTCTGGGGGGACTAAGGGAGATTTCTGTGTGGTTGG 

GTGGGGTTATGGGGCCAGAGCTGGGGGGATTCCTATGGACCTAAGGGGTG 

TCTGGATGCTTATGGGATCTGGGAGGGCTTATGGAGCAGTTATGGGGCTG 

GTGGCTCAAGCAGTGTTCCCTCAGGTTGGTGCTGGTGGCCCCCCGGCGCG 

TGGCCTTGGGGACCCCCATGGGGCTGTTGCTGGCAGCTGTGGGGCCGGTG 

ACCGGGACGGTGACTGCATGGGCTGAGGGGGACCGTGGGGCTGGGCCCTG 

CACCCTCCCAGTCCCATTTGCCCTCACACCCCACAACAACTTCAACCAGC 

TCCTACAAATTGAGGTATGGGGACACCGGGGGATATGGGGACACTGGGGG 

ATGTCCTCTGGGGTGAGGGGGTTGGGGACACCCCTGTGGCACACAGGGAT 

GTGTGCACCCTTGGGTCCCCTCCTGCCATGTCACCCATGTCACCTCACAT 

CTCCTTCCCCAGAGTTCCCCCCATGTCCCCATAACCCAAACACCTCCTGC 

TGTGTTCCCATGTCCCTTATAGGTCACCCCAGTGCAGGCAGAGCGCTGTG 

GGGCGCTGTGGGGTCGGGGGTTGCTCCTGGAGGCCCACAGCTCCCATCTG 

CCCCCCCCCAGTACCAGGAGTCTGAGTGTGGCCCTGGGGGGGCCGCGGGG 

TCACCTCATTGTGCAGACAGACAAACCTCTCTACGCCCCCCGACAGACTG 

GTGAGTGCTCCACGTCCACCCTAAAGCCATCCCTCATCTGCCCACAGTTC 

TCCCCCCAGTGCCCCAAATGCTCCAATTCCCCTAAATCAACCCCAAAATT 

CTCCCCAAAGCCCCTCCAAATCTACCATGAATTCCCCAAATCCACCCATT 

TTCACCCTACATTCACCCATTTACCCCAAATTCACCCCCAGCACACCCCA 

AATACCCCTGGTCACCCAAAGTCCCCCAAATCCCCTTCAAATTCCCTAAA 

TCCATAACCCCCATCTGTCCCCATGTGTCCCTTTGTCCCCAGTGCGTTTC 

CGGGTCTTCTCCATGGACCCCGACCTACAGCCGAACCCCGAACCTGTCCT 

GGTCACCATCACGGTATGGGCCCTATAGGGCTGGGGCTGTGGGTGACCCT 

GTGGGGTTTGGGTGACCCTACAAGGCTGTGTACCCCCATGTACCCCCAGA 

ACCCGTTGGGTGCACGAGTGCGGGAGGTGCAGCGGGTGCCCCTGGACACG 

GTGCTGAGCGACCAGCTGGTGCTGCCTGACATCGCCCTGTGAGTGGGGCT 

ATAGGGGGCTACAGAGGGCTGTGGGGTGCGACAGGGGGCTATGGGGACTG 

GGGACTATGGGGATTTGGGGCTACAGGGGCTGCAGGCGGGCTAGAGTAGT 

GGGGGGGATTATAGGGTTACTGGGGCATTACAGTGGCCATAGAAGCTATA 

GAGGGCTGTGGAGAACTATAGGATACCTTAGGGGCCATAGGGGTCTACAG 

GGGTTATAGGTGAGCATGGGGAAACATAAGGGCCATAGCGACTCCGGAGG 

GCTGTAGCACACCATAGGGGCCATAAGGGCCCTGGAGGGCTCTAGAGGAC 

CACAGAGGTGTATGGGAGGGGCTATAGGGGACTATAGGGTATAT 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



97/110 
■-ES2F0R.txt 



r^^aT^i^^^^^^^^^^^^^^ ^^^^^^CATTGG 
r^S^ GCAGAGGAGGGGAC ^ TGGGGACA CACTGGGGGS 

CCGTACTGCGGGGTCCCCACCGCCGCCACCCACCACTGCCCCCC?Gr ACA 

tggggggctgcgtccgtcgksggtgcagagggc 
cggtctgggggttcgtggggttcagttcgca^ 

GGGACCCCGAGTGGGGTCAGAGTCCCCCAGGGGTCTGCGAGGGArJrf?? 

^J gagagggatgaa ggggtctgagggcatggIgttg^ 
G ^ aa J ggggtcattttggggttaatgg ggacactgg^ FIGURE 10 

acStS§^ SUITC 60 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



98? no 

E52REV.txt 



TGGCTGATGGGCTGTGTCCTATGAGCGCAAAACACCACAATGGGCAGAAA 

AACCTTCCTCCAGAGGACCAACCCCATCTCTATGGCTTCTTTGCACCTGG 

CCTTGCCCAAAATTGGGTTATTTTTGAGAAAAAAATGGGCCATTTCTCTG 

CTGGTTGTCCAAGCAGCAAGAGATGCTGGCATGAGTCTCACCAAGCCAAG 

AGGTCTGTGGGACCAAGAGAACTCTTTTCTCTCCCATTAATGATGAGTAA 

CTCCACCTTTGGGCACTCTTAAGGTGAAAATCCTCAAAATCTGCAATTTT 

GAAGGCGCAGCTCCCACATTTCTCATCCCCTTTGTTCTGTCCATGGCAGT 

GCAGGCATTCCAGCCCCATCCCCAGCCCTGTGCTCAGTGTCCCTTCGACT 

GGATTGGATTCAGAGGAAAATGCTACTACTTTTCAGAGGATGAGAGCAAT 

TGGACGAGCAGCCAGAACAACTGCTCTGCTCTTGGTGCTTCCTTGGCTGT 

GTTTGACAGCGCTGAGGACTTGGTGAGGGGGACACAAAAGAGCCACCAAT 

GTATTTTGTCCGCTTGAGGGCCCCTTGGCTGCTCTTTCAGTGTTTCCTTT 

CTGATTTTGGGGTGAGGAGGTGGATAATGGTTGTCCTGAGGGTAGGTTGG 

GTCTACTCCTCAAAATTCTTCAAGGGATTTAAGGGAAAAAAAAGATGTTT 

TTTCTATGAAGTAACCACGCTGGCTTAGAGACTGTGAGCTTTGGTGATGG 

ATTGGGCAGTTTCAAGCACTGAGATTATTGGTTGAAAGGGTTCTGCAGGC 

AGTGGCATGCAGGAAATGTCCCAGAGCCCCATGATCTGTTCCCTCTCCTC 

TTTTCCAGAGCTTCACAATGAGACACAAAGGCAGCTCCCCCCACTGGGTT 

GGCCTCTCCCGGGAAGGCAAAGAGCATCCATGGGAATGGGTGAACCGCTC 

TCCTTTGTCTCACCTGTGAGTTCCCATCCTTGTCTTGGAGGCTGCAGCTT 

CTCCAGCCCCAAAATGTGGATTTCTGGACCTCGGGAGCATTTCTGGAGGT 

GGCTTATGGGGTGAGGAGATGTGGGGAAGGCACTTCGCACCGCTTTGGGT 

CATAGAAGTTCATTGAGAGGCAGAAGTGGCGCAGGAAAAAGAGATTCCTA FIGURE 10 

TTTAATCAATTATTTTGTCTGTTTGATTTCACCACTGTGATTTCCTCTTC 

CCCCCCCCCCCAMAACCTGGGGTCTGCCTGTCCGTCTGTCTGTCCATCCA 

GGTTCCAGGTGCAAGGCGATGGTCTCTGTGCATACCTGGGGGATGCCGGG SUITE 61 

CTCAGCTCCTCCCACTGCAGCACGCGGAGGAATTGGGTTTGCACCAAACC 

CGCGTTGCAAAAACCGAGGAAGAACTTCTGCATCAGCACCTGAGCGGCTC 

CCGGACCCGAACACGCGATGCAAGAGGAGGAACCCAAAGCAAAAGAGCTC 

CGCTTTCAGCTGTGCTCAGTAGCAACAGGAGGGCGGTGCGCTCCTCCAGC 

CCAGGTCCGACAGTGCCGCCTATGGGGCTGCGCGGACCGAAGCAAATCCC 

AGGCGGAGCTTCGGCTCCAAATTACATTTTTTTGCACCGTCTGACTCCTA 

ATGACCGCTAAAATCCCAATTTTGGGGGCTATCCGTGCGCTGCTTGCAAC 

GACCTTCACCCCTGCGCGATGCAGCAGCAGGTTTGGGGGGCGGACGGTGG 

GAAAATATCCATTTTTCACCGGTTTTTCTCCAAAGGGAAATACTGGGAAA 

GCAATCAGCCCAAAGGACCCTGAAATCGATGAATAAATCGGCAAATTATT 

TATGTTTCGTGTTTTCCCTTCTGTGTCACTGCAGTGCGTTCTCCATGAAT 

TCACTTTTAACGGTGTTTTGTCACAGGAAACACTTCTTCGACTCTCTCCA 

CCACTCCTATATATTCAACAGACCAATTCCTTCTGGTGATTTTATGCAAA 

AACAAAAGAGTATATTTGGTTAAAGAACCCAAACCACCTTCTTGTACTGA 

AGGGAATAGAAGAGCACAGACCGCCCGCTCCCCTCCCCTGCTGCCGCACA 

ACAGACGGTCCCCGAGGATGTGCAGACAACGCGACGCCGTCTGA 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 

99/110 

E6G2N15.txt 



TAGNAACTAGNGGATCCCCCGGGCTGCAGCTATGGGGGAGTGGGTGCACT 

CCTTGGCCATGGCTTTGGGTCCCGTTACTCTGGAGGAATTTCCACAGCTG 

CCCCAGGAATCTTGTACATAAAAGTGCACAGATCGATCAGAGATGTCATG 

TTCCTGACAGAAGAAATCCTGTCTCTTCTGATGTTCTCTGTGAAGAGCAT 

TGCCACGAGGGAGCTACCAGCAGGGCAAGCAGAGAAATTGAAGAAAACGA 

AAGATGGGTCGAGGTACGGGATTGGGCAGGTTTCACTTTCTTTAGCAATG 

AGACGTGTCAAGCTGGCAGCTTCCCTGGGAGCCTCTCTGGTGTGGATCTC 

CGGTGGCCCTAAACCTGGTTCAGGCACTGATCAAGGAGACATTACCCGTC 
TTGGTTCATCTCGGCTCACGG 

FIGURE 10 



SUITE 62 



PCI7FR98/02501 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 PCT/FR98/02501 

100/110 
F12FOH.txt 



CGATGGTCCTCCAATGACCTCCATGGTCATCCAGTGCTCATCCCGCGGTA 
TGGCCATGGTAACCCCATGTTCACCCTGTGGTCTCACCCCAATGATGCCG 
TGGTTACCTTTTCGTTACCCTATTCTCATCCCATATCCCCCCTTTCTGTC 
CCTCTGCCCCTTCATGATCCCCTCATGGTTAACAGACGTTTCCCTCTGCG 
ATCAGGTCATGTTCAGCACAAATTCCTCCAGGGTTCCCTTTATAGTGACC 
TCACCATTACCCAATCATGTCCCCGGTGTCCCTGAAGGGGCCCAGATTTC 
CTCAGTGGGACCCAGATGTCTTCAGTGGGGCGGGACCTGGCCATTCCCAA 
TGTCATCCAGGTGTCCATATGGCATGGGACACAGATGTGCACATGGGATG 
GGACCCAGGTGTCCCCACTGTCATCCAGATGCCTCCATGGGTTGGGAAAT 
GACCATCCTCGATGTCACCCAGATGCCCACATGTGATGGGACGTGGCCAT 
CCTTCATGGCATCCCGATGTCCAGCTTGGGATGGGATCCCAATGTCACCC 
AAT GC AAT CGC AGT GTC AC CC AG ATGTCCACAAGGGATGGC AC CCAGATG 
TCCCCAGGTGCCACTCATCTGCCTCACCAACCCAGGACTTCCTCCCACTG — — 
CTCCCACTGCTCCCAGTTTGCCCCCATTTCTCCC SUITE 63 



FIGURE 10 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



101/110 
G2tS13^Xxt 



GATCTTCAGTGATTTTCAGTGGTCTTTGGTGGTCTTCAGTGCTCTTCGTT 
GGTCTTTGACAAAGATGCAGAGGAGCACCGCTCCCAGACGGACCCCCCGG 
GGACCCCATTTGTCGCCATCCCCACTGGGACATGCAGCCATTGACCACAG 
CCCTCCGGCTGCGACCACCCAACTGATTCCTTATCCAAAGTCCACTCTTT 
GCACACTTACCTCCAATTTAGTGATAAGGATGTGGCGTGGGACCGTCCCA 
AT GGC C G C AC AC AAGT C C AG GT AG AT GAT AT G GG AT G AC CAT GAAGGGAT 
CACAGAGAGGAACACGGGGTGACCACGAGGAGCAACGAAGGAAACGCTGA 
GTGACCACGGGCAGAAAATGGTGTGACCATTAGGGGACAACGAGAGGGAA 
CAGAAGTAGTAAGGAGTGAGAATGGGGTGACAAAGAGGTGACCATGGCAT 
AACTTTGATAAGACCATTGGGTGACCGCAGGGTGATGGCCATACCATGGG 
GTGAGCACTGGATGACCATGGAGGTCATTGGAGGACCATCGGGTGGGACG 
AGGGCCGTGGGGACACCCGTGGGGCGGTGGGACGGGGGCAGAGTGTCAGA 
AGGAGCCCCGCGGCGCAGAACTCTGCCTGGAGACGGGTGACGCCGCCCGG 
CGCCGCCGCCGCTCATTGGCCCTCCCCGCCCGGCCCCGGGCTCGCGGCTG 
GCGCGGGGTGCCGGGTCCCCCATCGTCCGGCGGCAGCAGCCATGGGGAGC 
GGGCGCGTCCCGGCGGCGGGGGCCGTGCTGGTGGCACTGCTGGCGCTGGG 
AGCCCGGCCGGCCGCCGGCACGCGGCCCTCGGGTGAGCTCGGAGCCGCGG 
CGCGGGGACGGCGCTGCGTCCCCCCCGGAGAAACCCCCGGAGCCCTTCTG 
GCCGTGCGCAGCGCTCGGGGCTGCGGGGGGACGGAGGGCGGGGGGGGGCG 
GCGGAGCCGTGGGGGGCAGCGGGGCCGGGGAGGGGGCGGGGGGTGTGGCG 
GGGGGCGGCTGTGTGCCCTGACCGTGCCCTCTGCCCGCAGCGTTCTTCTT FIGURE 10 

CTGCGGTGCGATATCCGAGTGCCACTACCTGAACGGCACCGAGCGGGTGA ^ 

GGTATCTGCAAAGGTACATCTACAACCGGCAGCAGTTCACGCACTTCGAC SUrrE 64 

AGCGACGTGGGGAAATTTGTGGCCGATTCACCGCTGGGTGAGCCGCAAGC 

TGAATACTGGAACAGCAACGCCGAGCTTCTGGAGAACCGAATGAATGAAG 

TGGACAGGTTCTGCCGGCACAACTACGGGGGTGTGGAGTCCTTCACGGTG 

CAGAGGAGCGGTGAGTGCCGCGGGGCGCAGCGCGGACGGACGGGCAGGCG 

CCGCGCTCTGGCGGTCGGTCCGCAGCGCTCCCCCCGTGCCCCGCAGTGGA 

GCCCAAGGTGAGGGTCTCGGCGCTGCAGTCGGGCTCCCTGCCCGAAACCG 

ACCGTCTGGCGTGCTACGTGACGGGCTTCTACCCGCCGGAGATCGAGGTG 

AAGTGGTTCCTGAACGGGCGGGAGGAGACGGAGCGCGTGGTGTCCACGGA 

CGTGATGCAGAACGGGGACTGGACGTACCAGGTGCTGGTGGTGCTGGAGA 

CCGTCCCGCGGCGCGGGGACAGCTACGTGTGCCGGGTGGAGCACGCCAGC 

CTGCGGCAGCCCATCAGCCAGGCGTGGGGTAAGGCCCCCGGGCCCTGCCC 

CGCCGCGGGGGGAGCGGGAGCGCGGCCCCCGGCGCTGAGCCGCCGCCTTC 

GTCCCCGCAGAGCCGCCGGCGGACGCGGGCAGGAGCAAGCTGCTGACGGG 

CGTGGGGGGCTTCGTGCTGGGGCTCGTCTTCCTGGCGCTGGGGCTCTTCG 

TGTTCCTGCGCGGTCAGAAAGGTGAGCGCTGGGGAGGGGGGCTGCGCCGG 

GGGGGGTCGGGAGCGGGGGG 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



102/110 

...Ji.421^.ts.t 



rrTrTA ,;AACTAGTGGATCCCCCGGGCTGCAGGATTACCAGTGTCCCCAA 
SS-rrri'GCCAATCCAAGCCCTGCAAATGTACAAATATATTAAGTGGTT 
TCCTTA«n'AGACATCTTTATATCTCTCACCAATCATTTAACGTTAACCTT 




arTraAA't'ATGGGAGCTACTGCCTCTGGAGGGAGGAAAATAAGGAACCAA 
TG AAAG A' I' GC C AAG GT GAAGCAAATGAAGGAC C AGCT GTTT GTGGCTAGA 

r??TA 'tatcccagtattgctaaaatgccttctcaaagcaagttgactcg 

rr ATATClAAACAGAATATCCAAGAGTTTGAGCGTATTCTTAGTGAAAGTT 
CTCAAGATGCTGACCTTCCACCACAGTAAGTTCTCTCCAGTTTGGGTTTA 

a^r ATT't'TTGTACTGAAAGTTTAGTTCCTTACTGGAAAAGATTTTTGTTG ^ UKt iu 

rATTTC'l'AGTCACATGAATCTCTCCTAGTTTGCCTTCAGTTTGCCGGACA 

TCCCGTTTTCTAGTGGTTTTACTTGCTT SUITE 65 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



103/110 
~-HA212.txt 



TAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGA 
GGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGGGATCATGTAAC 
TCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACG 
AGCGTGACACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTA 
TTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAATAGACTG 
GATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGG 
CTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGC 
GGT ATCATT GC AGCACTGGGGC 



SUITE 66 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 PCT/FR98/02501 



104/110 
H424~.txt 



TCCCTAGTAACGGCCGCCAGTGTGCTGGAATTCGGCTTAGCGTGGTCGCG 
GCCGAGGTACATACCCTGCCCGCAGTGATGTCTCCAAGGTTGATTTAAGC 
AACCAGCTCCTCCCTGCCACGGCTCCAGGCTCCACATGCCTGGGTTAAGG 
CTGGGTTTGTTTTTTGAGACAGTGTCTTAACTATGGAGCGCTGACTGTTC 
TGGAACTCGCTCTGTAGACCAGTCTGGCCTTGAACTCAGTGATCCCCCTG 
ACTCTGTCTCCAGAATGTGGATTCTCCCA 

FIGURE 10 



SUITE 67 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



105/110 
H4REV.txt 



GGATTCTGACACCCCTCCTCCCCCACCCCCAAAGGTGTTCCAGCGCCGCA 

TGGATGGGGGCACCGACTTCTGGAGGGGGTGGGAGGAGTACGTCCATGGC 

TTCGGGAACGTTTCTGGGGAGTTCTGGCTGGGTGAGGACCCCAAAACTTG 

GGAAGATTGAGGTCTGGGGTGGGGGGGGGGAACACCCAGGGCGGAGAGGG 

CTGATGGCTGCAGGACGTGGAGTGGGATCCCTGACGGGGGTGTGGGGTGG 

GGGGTGTGGGGCAGGGGCCCCAGGTGGGTGTGTAGGGTGGGGATGATGAC 

GATGGCTGTGGGATGTGGCGCAGGGAATGCGGCGCTGCACACACTGACAG 

CTTCCGGGCCCACGGAGCTGCGTGTGGACCTCTGGACGCCGTCAGACAGC 

GCCTTCGCCCGCTATCGGGATTTCGCCGTCAGTGGTCCTGAGGACAATTT 

CCGCCTTCACCTCGGGGCCTACAGTGGCACAGCTGGTGTGTGTGGGGCAG 

TGGGAGCTCCTGGGGGATATTAGGGTTAACCTTGACCCATGAGGGGGGCT 

TTTGGGGATACCCAGATCAGGGGGGGGGGGAATCCTGGGGAGAGTAGGGG 

ATGGTCCCTTTGCCCACAGTGAGGGGGCCTTGCCTTGCAGAGGTCTTTAA 

GATCGTTGACCTGTTGGGATCTCTTGGGGATCTCCAGACTGCAGGGAGCC 

CCGGGGGTTCTTGGGGGGCTCTGCCCCACAGGGTGGTCTCTGTGAGGGTG 

TGGGGGTACCTGGGGGGTCTGCGGCTCATCCTTGGGGCTCTGAATGCTAT 

GTGGGTGTCCTGGAAGGCTCTCTTTAGGGGTCCCCATAACCTTGCTGTGG 

GTCCCACAGGGGATGCACTGTCCTACCATGCTGGGAGCCCCTTCTCCACG 

CGGGACCACGACCCCCGAGGCCGCCCTCGGCCCTGCGCCGTCGCCTACAC 

CGGAGCCTGGTGGTACCGCAACTGCCACTACGCCAACCTCAATGGGCGCT 

ATGGGGTGCCCTACGACCACCAGGCATGGCTATGGGGGTTGTAAAGGGGT 

CTGTGGGGATTGTAAAGGGGTCTATGGGGGTATAAAATCAACCCAATGGG 

ACAGGAGGGGGTCACCATGAGGCCATGGGGGTTTTGTGGGGTAAATGTGG 

AGGGCTACCCCCCCCCCAAGGTCCTTTTAGCCCCATGTCTCTCCTGTATG 

AATATGGAGCCCTACAGGAGCTGTGGAAGCTGGAACACAAGCTGGAACAG 

GGAGGGGATACTTTGGGCCCCCCTGTAAGGCCTATATGTGTCTATAGGGT 

CACTGTAGGTTGTTTAAGGGCATGACCAAGTCCCCCTTCCTTTCTGCAGG 

GCATCAACTGGTACCCCTGGAAGGGCTTTGAGTACTCCATCCCCTTCACA 

GAGATGAAGCTGCGACCGCAGCGTGACTGAGAGCACTAGAAAGGTCGTGG FTrURE 1( 

GTCGCAGTGGAGCCTTTATGGGGTCAATAAAGCTGCGAGTAGCCAGTGCT 

GACCCATGTATCCCACACACTGGGCTCAGGAGCTATGGGGGTGGGCAGGG 

CGTGAGGCGCACGCGGAACGGGGCACAGCGCAGCACGGTGCCAGCAGTGA SUITE 68 

CCCCTAAGTGGGGCAGAGCCCCATCAGACGGTGGCTCCAGGCGGAATCGC 

TGTAGGATGTGCCCCAAAAACACAAAGAGCTCTGCCCGAGCCAGCGCCTC 

CCCCACACACGAGCGTGCCCCACAACCAAAGGGCAGCAGCGCTCGCCATG 

GAGCCCCCGGCTGCAGGAACCGCTCTGTGGGGCAGAACAGAGATCAGAGT 

GGGTGTAGGGGGAGGAACCCAGCCTGGGGTTCAAAGCCCACATCTATGGG 

GTGGACCCACACATACCGGGCAGGAACTCATCAGGACGGTCCCAAATCTT 

GGGGTCGTGGTGCGCAGCAAAGAGGTTTGGGATAACGATGGATCCCGCAG 

GCACTGGGATTCCCGCAATGCTGGGAAGGGACAGAATGCTGATAGGATGG 

ACTGGGAGAGCCTACAGAGGCCAAGTGGGACATACTGGGACCTGCTGAGC 

TATCCTAGAGCTTACTGGGTGCTTGATGAGTTCTACTGGGACCGACCTAC 

TGGTAGGTCCATGCTGGTCTGTAGTGGTCCACACTATTACAGACTGGTCT 

ACAATGGTTCATTCTAGTGCAAAATACTGACACGCAGTGGTGCACGGTTC 

TGCTCGCAGACATGTGGCCCGCACTGGTTGGTACTGATCCCCACTGGTCT 

GTATGGCCCCATACCAGCCCGTACTGGTGTTACTGGCTGTACCTGGAGTG 

GCGCCGGGCACAGTGGGGCAGCGCGAGGGGCACGGGGGGTCGCAGGCGGA 

GGGTCTCGGTGACAGTGGCACGGAGCAGTGGCAGTCGCCCCATATCCCCT . 

GGCTTTGGGGTCCCCCTGGGGCCCAGCACCTGGCGCAGCTCTGCACGTAC 

CTGGTCCTGC AC CTGGG AC AGGGG AC AC GTGTCAAAGCACGTCACCAAGT 

GCCACATCGGGTCACTTGTGGGGTGGCCCTCCCCTGCACGGGGACACAGG 

CAGCAGCGTGACACGGAAGTGACATGAGCGTGACATTTTGGCACTGGCCA 

CAGTGCAGGGGACACCAGGGGCATTATGCACACAGGGTTATGGACATGGA 

T GT G AC AT G C AT AXGCCGAAgT S^kJH'Pf A ^S^J-p ^£Sf5i?£££^ ^ A 
GGACATGGGTGGeSrcfettcfiAM 



WO 99/27132 



PCT/FR98/02501 



106/110 
H4REV.txt 



TGTGACACAGATGTGATGTGGTGTCACCTGGGGGTGGTGCAGCAGGAAGG 

CCACAGCCCATAGCAGAGCCACTGCCGTCGTTTCGGTGCCACCGATGAAG 

AGATCCACGAGGGCCATGTGCAGGCGGTCCCCCCCCAGCGGCCCCATAGG 

GACAGTGGGGTCCCCCCCCAGCAGTGCTCCCAGCACTGTGTCCCTGGGGG 

GAGACGCACAGCCCTGTGGGGACACACGTGTTACCCCCTGGGGCCCTGTC 

CCCCCCCTGTACCTGTGTCCCCACGTTCCCCACCTGGTGCCATCGGATCT 

GGGACTCCACAAAGGCATCGCGGCGCTCCACCAGGCGCAGCAGCTCCCGC 

AGCCCTGCGTTGGGCAGCACCTGTGGGGCACAGGGACCCCCCCCAGTGCT 

CCACAGAGCACCCCTGGACCCATAGGGACCCCATATTCCCTCCCAGCCCC 

ATATATAACCCCCCCCCAGGGCGATATAGCCCATCCTTAGTATAGACCCC 

TGCAGCCCCATATGGACCTATACCACCTCCTCTTATGACTATATCCCGCA 

GCCCCACGCCGATCCTATATGCCCTGTAGGGCCCTGTAGGGCTCACCCTT 

AGTGAAGGCAGCACATCCAGTGCCCGCACACTGGCCCGGCCCCACACCTC 

CAGCAGTTCCACCACACAGCGCGTGAAGGAGCGCACCTCCGCCTCGGGGG 

GCATCTGTGGGGCACAGGGCTTGGGGTCACCCCAGAGAGACTCCTGAGTC 

CCCCCAGAGACTCCTGAACCCAAAGAGGTACCGTGGTCATTTGGATCCCT 

CTAGAGGTGACTGGGTTCCCAAAGGGACACCTCAACACTTGTGTCCCCTT 

CAGGGGCACCTGGATATCTGGGACTCCAAGTGGCACCTGAGCATTTGGGA 

CCCACCCTCCTTGGACACCTGGGTCACCCCAAGGACACCTGGGACCCCTT 

CAAGTGGCACGTGGACATCTGAGCCCCCTGTAGTGGCACTTGAGTCCCCC 

TGCTCCCCCAGGTGACACCCAGACCCTGCAGCCCCTCGATATCCCCACCA 

GGTCCCCGAAGGCAAGGCGGCAGATGGTGCTGCAGGTGTGGAACGTGAAC 

GCCTCAAAGAGGTCCACTGGGGCAGCCCCATAAGAGCTCAACTCCTGTGG 

GGTGAGAAATGGGGTCACTGAGCGGGTGCGGGTGCCCCACAAGGGGGGTT 

GGGGTGAGTCAAGGGGACGGGCAGCACAGCCCTGGGGCTGATGGGGTCCA 

CCTGGGGTTGGAGGGCCCTGTGTTGGGGTGCTCACCTGGCACAGCGCCCA 

GCCCTGCAGCTCCAGGAGGGGCTCCAGGTGCCTCACAGCTCGCGCCAGTG 

CTCCCCGCGTTGCCCCCCGCTGCCGTCGCCACTCTGGGGATGCATCCCCC FIGURE 10 

AGCGCCAGGTCCTGCCCCCCCCGCGACACCAGGGACGCTGTGGGGTGACA 

CCCATATCACCCTGGCACCCATGTGACCTCCGAGAACCCCTCAGACAGCT „_«_.__ 
GT AC GG AT C CTT G G G G AC AC AT C C AG AAT C C C C C AG G C AC C C AC T G G GAT SUITE 69 
CGCTCCAGCACCCATGGGGACTGTTAGAGATCTCCTCCCCCCCAAAAAAT 
AC AAC C AG AC C C CT T C AG AG AT CAT G GGG AC C C C C C C AGT ACC C C CT C C A 
GAT AC C C AAC AGT GAC CT AT AGAGAC CT C C CT C C AC C C AAAAG C CAT GG G 
GACCCCTCAGGCCCCCCCCCCAGACACCAATTAGTACCCCCCAGAACCCT 
TCAGAAACCTACAAGGACCCACCAGAACCCCCTCAGATACCCATAGAGAT 
CTTTACAGACCTCCTCCTGGGACCCTCCCCAGGAGCACAAATCCCAAAGA 
ACCCCCCTTGAAGATTCACAGGGACCCCCCTCTGACTCACCCCAAACCCT 
CATGGGGACCTCCCAACCCCTACAGCCCCCCCATACCCAGGTAACTGTGG 
GGGCGTCCCACGAAGTCCCCCCAGCGCCGTGCCAGTGCCTCACGGATGGC 
TGCTGCAGAGCTCAGCACCACCACCTCTGGGGGGGTGGGGGGGGAGGGGC 
AAAAAAT G AGT G AGT T G GAAGG AAGGG AC C C CAT GGG GAC C C C AAAAACC 
AGGGAGAGGGGAGAGGTGAGGGGTGCCAGAACGGAGTTGGGGGGGGGGGG 
GGGAGGGATCCCAAATTATTTTTTGGGGGGGGGGAGTAGAATGAGAGGAC 
AAATTTGAAGGGGAGCAGAAGGGAATTGGGGGACAGTATGTGGGGGTTCC 
TCCATCCTCTCAATGGGTAATTCTGGGGAGCCTGTGAAGTTGAGGGTCCT 
AAAG GG GG AAG G CT C AAGGTCCCAAGG AG GG AAGGGTT AT GGGG AAAAG G 
GGGTAATGGTGGTCCCAAGGGGTATCAGGGGGATGGGGGGGGGGGGGGGT 
CATGAAGGTGCCGCCCCTACTCACCACACCCCCCCAAGCGCAGGCATAAG 
GGGTCCCCGTAGGTCCGGGCAAGGATGTGGAGGTGCCGTGGCCCCCCTGG 
GTGCAGGAGGTGCAGGGCCCCCCCCCACGGTGCTCCCCCCCGCCTGGCTG 
ACCCCCCCCAGATCAGAGCCAGGAGAAGTAGCAGCAGAAGTATCGTCACC 
GCCATTGTTCTGTGGGGTGGGGGGCCCCAGCTCTGCCCCTATAACACCTT 
ATGAGGAGGAGGTACCCCAAAAGCTCCACCCCCCCACATCCAAACCCCTC 
CTACCAGAAGAGGGGCATTGGGTTCACTCCCCTAAAATTATTGTGTGCCC 
FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



107/110 
H4REV.txt 



ACCCCCCTCTTCAAGTCATTATAAACTTTACAGGGGTGTCCTCATAAAAA 

TACAGGAGTGTGTCCCCCCACAAAGTGCTCCCAGAACCATCGGGTGCCCA 

TCCCACAAGAAAATCTCTCAAACTCCCATTGTGTGCCCCCCAACCAACAA 

AGATTCCTCAAACTCCCCCCCCCGCCCTCTACCCATATATCCTCCCAAGC 

GCTCCCCACCCCTCCGCACACCACCTCCCCAAATCCTCCCCCATTACCAT 

AATCCCCCCCACCCCAGCAGCAGAACCCCATCACCGCTCTGTGCGTCTGT 

GTGTGTGAGTAGGGGACGGGGTGTTTATTGAGGGGAGGGGGGAGGGGGGA 

GAGCGCTCAGAACCCCTCCCCCTGCAGCCCCCGCAGGCGCCGTGCCAGCT 

GCAGGTCTTTGGGGTACAGTGTGACGCGGCGCGCATGCAGCGAGCACAGG 

TAGGCGTCCTCCAGCAGGTGCACCAGGAATGCCTCCGCCGCCTGTGGGAC 

CCCGGCGTGGGCGTCCCCACAAAGCAGGGGGGGAGTCAATTCCCACCCCC 

AGGCCACCCCACAAATGCCAATCCTCCAAAATAATCCCTGGAACAACCCC 

AAAAAAACCCCTACCCCCAACCCCCCTCCCCAAAACCATAACCTCAATAA 

CTCCACACCTCAAAAACCTCCAACCCCTCCAAAACAACCCCCAACCCCGA 

AACACCTCACCCCCAAAGACCCCTTCCCAAGCCCCAAAGAGACCCCCAGG FIGURE 10 

CACAAGGGGTACCCCAAAATCCACTTCCCCCTTCCCCCAAAAAAGCCCTT 

TTGGGCACTAGAGAGCTCCCCAGCACCACCCAAAGGGTCCCCCACGGTAT SUITE 70 

GGGGTACCCTAAAACACCCCCCAACCCCAAACCACGGGAACTTCCAAAAC 

AAAGCTACCCCCCTCCCCCCCCCCCCAAAAAAATAAACCCATAGGGCCCC 

C C AC CT C C T GT AG GGC CAAT AG GG C C AT AGC CT G C C AC CT GT AGT C C AC G 

CCCCGTGTGAAGAGCAAGCAGATCTCCCGCACCTGGGGGGGGACAGGGGG 

GCATGGGGACACTGGGGGGACATGGGGGGGGGGGGGGGAGGGGGGGGGGG 

GGGAGGGGCATGAGGACATTGAGGAGAGGGAACACGAGGGTGGCACTGCA 

TCATGGGAGGTGACGAGGGGGTGGGGGGGGCTCAAGGACATGGAGGGGGA 

CACTCA 
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TTGCTGCCTGCAGGTCGATCTAGTGGATCCGCCGCGACAGCGAACAGGCC 
AGCCAGCTGGTGCAGTATCTTTCCACTTTTTTCCGCAAAAACTTAAAGCG 
GCCTTCGGAGTTTGTTACTCTCGCCGACGAAATTGAACATGTGAATGCTT 
ATCTGCAAATTGAAAAGGCGCGCTTCCAGTCGCGGTTGCAGGTCAACATT 
GCTATTCCGCAAGAATTATCCCAGCAGCAATTGCCCGCGTTTACCCTGCA 
ACCC 

FIGURE 10 



SUITE 71 
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TGCTGGTGGCGGGGATCTGACTGGAAATGGAAACGTTCTGTGGCAAAGAG 
TGGGAATGTAGGAAGGGGGTGGGAGCATGCAGGGTTGGTGGAGCAGGGGG 
TAGTGATCAGTGGTGAGGATTTGGTTTCTTGGTCTGAAATATGGATGGAA 
GCTTTGTTGGGAGAGTGAATGACTTTTCAGTGAGGACAGGTGGATGCTTG 
GGTGAATGCTTGGTAAGTTGTTGAACGCCTGGATAGTTGGATGGGTGGAC 
ATGAACTTTGTATTACAGCTGCAGCTCCAGCACAGAAGGAACCGCCATCC 
CAACCACGCCTGGGTGAGCTGACGGCCTCCCACGTCAGCCCCGACTCCGT 
CCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGGTGC 
AGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGTGGG 
TTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAAGTT 
CAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCACTG 
ATGCTGTCACAGGTGAGCATGCTGTTGTGCTGCATCCATGTCTTTTGGCT 
GACGGTTGTGTTGGCATATGGTAGGAACCTTTCAGGCCCACTCCTGGTTA 
CTGTGGTCTTAATAGAGAGGGAAGTTCTTTCCTGTTCTTGACGTGGGTAG 
CCTGGAGAGATGGGAGTATGGAAGATGAGAGGAAGAACGGAATAAGGAAT 
GATTGATAATTATTGCAGAACGGATGGAAGGGAGGATGGATGGGCGGTGC 
ATGGGTACATTGGTGCTTATAGCAGAGCTGGACGGCTGGTTGTACGTTGG 
TTTGGTTGTTGAAGAGATGAAGAGTTGGATGGGCGTGTGCTTTCACTGTG 
AATTCCTCCCCCTGTCTTGCAGCTCCGGCACAGAAGGAACCACCTTCCCA 
GCCACTCTTGGGTGAGCTGACAGCGTCCCACGTCGGCCCCGACTCCGTCC 
AGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGGTGCAG 
TACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGTGGGTT 
GCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAAGTTCA 
ACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCACTGAT 
GCTGTCACAGGTGAGCATGCTGTGTTCTGCCTCCATGTTCTTTTGCTTTC 
AGTGTAGTTGTCATGTGGCAGGAACCTTTCAGGGCCACTTTTGGTTAATG 
TTGCCTTAATAGTCAAGGAAACAATTTGTTCTTGTTGAGTGGGAATGCCT FIGURE 10 

AACGG GAT G GG AGTT T GG AT G AT G AG AGG AC AAATCTT AT AAGGG AT GAT 

TGATAATTATTGCGGAACGGATGGAAGGAAGGTTGGATGGATGGAATGGT SUITE 72 

GTTTGGATAAATTTGTGCTCAGAGCACAGCTGGAGTGTTGGATGAATGTT 

GCTTTGCTTGTTGAATAGATGGATGTTTGGTTGTGTGGTTGCTTCCACTG 

AG AAT TCCTCCCTCTGTGCT G C AG C AG C AG C T C C AG C AC AAG AGG AG C C A 

CCTTCCCCACCACGTCTGGGTGAGCTGACAGCGTCCCATGTCGGCCCCGA 

CTCCGTCCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCA 

CGGTGCAGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGAC 

GGTGGGTTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTA 

CAAGTTCAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGT 

CCACTGATGCTGTCACAGGTGAGGGCAGGAATTGGCACCTGTTGGGCTCT 

GGGTTTGCAGCAGGTAGAAATGTAAACGTGGCCTGCGCTGGGGATCTTGT 

TTTCCCCTGGCAATGGGAACAGCTGTTGGGTGCCTTTTTTGGGAAGGATC 

CCTTAATCGCAGCATGAAGTATGAATGGACCAATTGGGTGTGGGTGGAGT 

GATGGCTGTTGAGATGAGTTGGTGGCTGCTTGAGTAATTGTCTGTTGGAA 

T G GAT G G AC AGAT AT GT G AAGGAGT G AAAGG AT GGAT AAAGT AATT T AG G 

AATCGGTGGATGAAGAATGGGTAGGTAGACCCTTGGTGAAGTGGTAGAAT 

GGAAGGATTTATGAACAGATATGAGTTAATTCTTGCATCGAAGTAGGTGT 

AAGTGTCTATTAGCCTGTTGCACTGAACATGCAGTTGCATAGACAAATGA 

GTGGGGAGAAGTACGGAGTAAATCCCTGCATGAATGGTAGGACAGAAACC 

TGAATGCCTGGATGCTGGCAGTGTGAAGAATGGCACTTGGGATAGATGGT 

TCGAGTATGGGGTAGATTAAAAGATGGATGGAAAAGAGGAACAGAGAGAG 

GGTGATTGGATGAATGGATGGATGGTTGGATGTGACTGATTGACAGGTAC 

CAAGCTTTTTTCCTGCACTGTGCCTTCTGTGCTGCAGCTGCAGAAGAGAC 

GGAGGAGGAACCACCGTCCCAGCCACGCCTAGGAGAGCTGACGGCATCCC 

ATGTCAGCCCCAACTCCGTCCAGCTGGAATGGAGCATCCCTGAGGGCTCC 

TTTGACTCCTTCACGGTGCAGTACATAGACGTGCAAGGCCAGCCGCAGGA 

GCTGCACTTdaWfc^ 
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CATCCCACCCCTACAAGTTCAACCTTTACGGGGTGTGGGGGCAGACACGT 

CTGGGCCCCATCTCCACTGACACCATCACAGGTGAGGGCCCCTGCCTGCT 

GCTGTGCTCTGGGCCTTGTGCTTGGCACGTGGCAGGAGCTGTGCGATGGG 

CTGTGCTGGTGGCGGGGATCTGACTGGAAATGGAAACGTTCTGTGGCAAA 

GAGTGGGAATGTAGGAAGGGGGTGGGAGCATGCAGGGTTGGTGGAGCAGG 

GGGTAGTGATCAGTGGTGAGGATTTGGTTTCTTGGTCTGAAATATGGATG 

GAAGCTTTGTTGGGAGAGTGAATGACTTTTCAGTGAGGACAGGTGGATGC 

TTGGGTGAATGCTTGGTAAGTTGTTGAACGCCTGGATAGTTGGATGGGTG 

GACATGAACTTTGTATTACAGCTGCAGCTCCAGCACAGAAGGAACCGCCA 

TCCCAACCACGGCTGGGTGAGCTGACGGCCTCCCACGTCAGCCCCGACTC 

CGTCCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGG 

TGCAGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGT 

GGGTTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAA 

GTTCAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCA 

CTGATGCTGTCACAGGTGAGCATGCTGTTGTGCTGCATCCATGTCTTTTG 

GCTGACGGTTGTGTTGGCATATGGTAGGAACCTTTCAGGCCCACTCCTGG 

TTACTGTGGTCTTAATAGAGAGGGAAGTTCTTTCCTGTTCTTGACGTGGG 

TAGCCTGGAGAGATGGGAGTATGGAAGATGAGAGGAAGAACGGAATAAGG 

AATGATTGATAATTATTGCAGAACGGATGGAAGGGAGGATGGATGGGCGG 

TGCATGGGTACATTGGTGCTTATAGCAGAGCTGGACGGCTGGTTGTACGT 

TGGTTTGGTTGTTGAAGAGATGAAGAGTTGGATGGGCGTGTGCTTTCACT 

GTGAATTCCTCCCCCTGTCTTGCAGCTCCGGCACAGAAGGAACCACCTTC FIGURE 10 

CCAGCCACTCTTGGGTGAGCTGACAGCGTCCCACGTCGGCCCCGACTCCG : 

TCCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGGTG SUITE 73 

CAGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGTGG 

GTTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAAGT 

TCAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCACT 

GATGCTGTCACAGGTGAGGGCAGGAATTGGCACCTGGTGGGCTCTGGGTT 

TGCAGCAGGTAGAAATGTAAACGTGGCCTGCGCTGGGGATCTTGTTTTCC 

CCTGGCAATGGGAACAGCTGTTGGGTGCCTTTTTTGGGAAGGATCCCTTA 

ATCGGAGCATGAAGTATGAATGGACCAATTGGGTGTGGGTGGAGTGATGG 

CTGTTGAGATGAGTTGGTGGCTGCTTGAGTAATTGTCTGTTGGAATGGAT 

GGACAGATATGTGAAGGAGTGAAAGGATGGATAAAGTAATTTAGGAATCG 

GTGGATGAAGAATGGGTAGGTAGACCCTTGGTGAAGTGGTAGAATGGAAG 

GATTTATGAACAGATATGAGTTAATTCTTGCATCGAAGTAGGTGTAAGTG 

TCTATTAGCCTGTTGCACTGAACATGCAGTTGCATAGACAAATGAGTGGG 

GAGAAGTACGGAGTAAATCCCTGCATGAATGGTAGGACAGAAACCTGAAT 

GCCTGGATGCTGGCAGTGTGAAGAATGGCACTTGGGATAGATGGTTCGAG 

TAT GGG GTAGATTAAAAG AT G G AT GG AAAAG AGG AAC AGAG AGAGGGT G A 

TTGGATGAATGGATGGATGGTTGGATGTGACTGATTGACAGGTACCAAGC 

TTTTTTCCTGCACTGTGCCTTCTGTGCTGCAGGACTATGGTCATAGCTGT 

TTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATCGA 
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